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Drivers of increased abundance
in concurrent antibiotics

e o o—fT1—-

Escherichiaq

Bifidobacterium_longum -

Klebsiella -

Bifidobacterium_breve 4

Bacteroides 4

++%+

Clostridium 4 +
Collinsella - I—
Veillonella § I» [ ]

Enterobacter I-.. oo

Akkermansia 4

Haemophilus 4

Enterococcus q

TT=

Citrobacter

1 2 3
Contribution

1T

Taxon

association
Only breast
milk

‘ Only formula

Taxon
association
Any concurrent
antibiotics
No concurrent
antibiotics

[}
&
[

Drivers of increased abundance
in formula feeding
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