
Blautia
Ruminococcus
Streptococcus

Actinomyces
Anaerostipes
Eubacterium

Bifidobacterium_animalis
Flavonifractor

Bifidobacterium_adolescentis
Bifidobacterium_dentium

Citrobacter
Bifidobacterium_breve

Acidaminococcus
Coprobacillus

Parabacteroides
Roseburia
Prevotella

Lachnospiraceae_noname
Megamonas

Bifidobacterium_longum
Haemophilus
Enterococcus

Bacteroides
Enterobacter

Klebsiella
Lactobacillus

Bifidobacterium_bifidum
Clostridium
Escherichia

0.00 0.02 0.04 0.06 0.08
Contribution to Variance
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Choline

Dysgonomonas
Citrobacter

Anaerostipes
Klebsiella

Coprobacillus
Megamonas
Bacteroides

Enterococcus
Veillonella

Bifidobacterium_animalis
Haemophilus
Coprococcus

Faecalibacterium
Bifidobacterium_dentium

Streptococcus
Eubacterium

Blautia
Bifidobacterium_catenulatum

Parabacteroides
Collinsella

Acidaminococcus
Bifidobacterium_pseudocatenulatum

Bifidobacterium_bifidum
Roseburia

Dorea
Lactobacillus

Ruminococcus
Bifidobacterium_breve

Escherichia
Bifidobacterium_adolescentis

Clostridium
Bifidobacterium_longum

0.000 0.002 0.004
Contribution to Variance
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Dysgonomonas
Citrobacter
Veillonella

Anaerostipes
Megamonas

Klebsiella
Haemophilus

Acidaminococcus
Coprococcus
Coprobacillus

Bacteroides
Bifidobacterium_animalis

Dorea
Bifidobacterium_bifidum

Parabacteroides
Streptococcus

Faecalibacterium
Eubacterium

Blautia
Bifidobacterium_dentium

Enterococcus
Escherichia
Clostridium
Collinsella

Bifidobacterium_adolescentis
Roseburia

Bifidobacterium_catenulatum
Bifidobacterium_breve

Ruminococcus
Lactobacillus

Bifidobacterium_pseudocatenulatum
Bifidobacterium_longum

-0.001 0.000 0.001 0.002 0.003
Contribution to Variance
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Taurocholate

Anaerostipes
Dysgonomonas

Citrobacter
Megamonas

Klebsiella
Dorea

Veillonella
Coprococcus

Bifidobacterium_bifidum
Lactobacillus

Coprobacillus
Haemophilus

Parabacteroides
Bifidobacterium_animalis

Faecalibacterium
Eubacterium

Bifidobacterium_pseudocatenulatum
Streptococcus

Bifidobacterium_dentium
Bifidobacterium_catenulatum

Acidaminococcus
Blautia

Roseburia
Collinsella

Bacteroides
Enterococcus

Ruminococcus
Escherichia

Bifidobacterium_breve
Bifidobacterium_adolescentis

Clostridium
Bifidobacterium_longum

0.000 0.001 0.002 0.003
Contribution to Variance
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Glycochenodeoxycholate


