
 

 

Supplementary figures 

 

Supplementary Figure S1: Analysis of the potential to differentiate Lactiplantibacillus plantarum 

group species based on V1–V2 variable regions of the 16S rRNA gene 

A) Alignment of the V1–V2 16S rRNA gene region of the representative genomes of 

Lactiplantibacillus plantarum, L. paraplantarum and L. pentosus. B) Alignment of the DAIRYdb 16S 

rRNA gene reference sequences. C) The best-scoring maximum likelihood tree from alignments of the 

V1–V2 16S rRNA gene sequences including the representative genomes, the DAIRYdb reference 

sequences, and the ASVs for L. plantarum, L. paraplantarum and L. pentosus.  



 

 

 

Supplementary Figure S2: Lactiplantibacillus plantarum group discrimination of 16S rRNA gene 

amplicon sequencing targeting the V3–V4 region 

 

 

 

Supplementary Figure S3: Alignment of the 16S rRNA gene primer binding regions 


