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Supplementary Figure S1: Analysis of the potential to differentiate Lactiplantibacillus plantarum
group species based on V1-V2 variable regions of the 16S rRNA gene

A) Alignment of the V1-VV2 16S rRNA gene region of the representative genomes of
Lactiplantibacillus plantarum, L. paraplantarum and L. pentosus. B) Alignment of the DAIRYdb 16S
rRNA gene reference sequences. C) The best-scoring maximum likelihood tree from alignments of the
V1-V2 16S rRNA gene sequences including the representative genomes, the DAIRYdb reference
sequences, and the ASVs for L. plantarum, L. paraplantarum and L. pentosus.



L_pentosus_cl CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAA)

L_paraplantarum ACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGARAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAA)
L_plantarum_cl CTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGARAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAA
L_plantarum_c5 ACTCCTACCGGGAGGCAGCAGTAGGEAATCTTCCACAATGGACGARAGTCTGATCGAGCAACGCCGCGTGAGTGAAGAAGEGETTTCGECTCGTAAA)
L_pentosus_cl ACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG]
L_paraplantarum CTCTGTTGTTRAAAGAAGAACATATCTGAGAGTAACTGTITCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG
L_plantarum_cl ACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG
L_plantarum_c5 ACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG

L_pentosus_cl IR N C GG TAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAA)
L_paraplantarum IR CGGTAATACGTAGGTGGCAAGCGTIGTCCGGATTTATTGGGCGTARAGCGAGCGCAGGCGGTTTTTTARAGTCTGATGT GAAAGCCTTCGGCTCAA)
L_plantarum_cl R CGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTARAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAR
L_plantarum_c5 I F N CGCTAATACGTAGGTGGCAAGCETTGTCCGEATTTATTGEGGCGTARAGCGAGCECAGECEGGTTTTTTAAGTCTEGATGTGAAAGCCTTCGGCTCAR)

L_pentosus_cl 2L CCCGAAGAAGTGCATCGGRAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGARATGCGTAGATATATGGAAGAAC]
-V -RE-E LTI B I N C CGAAGAAGTGCATCGGRAAACTGGGAARCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGARATGCGTAGATATATGGAAGAAC
L_plantarum_cl P CCGAAGAAGTGCATCGGRAAACTGGGAAACTTGAGTGCAGARGAGGACAGTGGAACTCCATGTGTAGCGGTGARATGCGTAGATATATGGAAGAAC]
L_plantarum_c5 - M CCCGAAGRAGTGCATCGGAAACTGGGAARCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGARATGCGTAGATATATGGAAGAAC]

L_pentosus_cl kXA CCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGC TGAGGCTCGAAAGTATGEGTAGCAAACAGG
L_paraplantarum 381 EXeleV¥ehJeleloler.¥:Nelcloleleled ded fod delch Job ek V- Vobidch-Vofelok dcF-Xeleted dolcf ¥V :Nch §Nide/G e} :Xelod . ¥: V. Vob Yele)
L_plantarum_cl KX }WA CCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGARAGTATGEGTAGCAAACAGG
L_plantarum_c5 EX- 3R CCAGTGGCGAAGGCGEGCTGTCTGETCTGTAACTGACGCTGAGGCTCGAAAGTATGI\GTAGCAAACAGS

Supplementary Figure S2: Lactiplantibacillus plantarum group discrimination of 16S rRNA gene
amplicon sequencing targeting the VV3-V4 region
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Supplementary Figure S3: Alignment of the 16S rRNA gene primer binding regions



