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Neuroactive ligand-receptor interaction

Pancreatic secretion

Sesquiterpenoid biosynthesis

Shigellosis

Biosynthesis of type II polyketide backbone

Glycosphingolipid biosynthesis - lacto and neolact...

Biosynthesis of type II polyketide products

Hematopoietic cell lineage

Cytochrome P450

Caffeine metabolism

Fc gamma R-mediated phagocytosis

GnRH signaling pathway

Endocytosis

Renin-angiotensin system

G protein-coupled receptors

Colorectal cancer

Viral myocarditis

Toxoplasmosis

Small cell lung cancer

Influenza A

p53 signaling pathway

Steroid biosynthesis

Circadian rhythm - plant

Apoptosis

Transcription related proteins_Unclassified

D-Arginine and D-ornithine metabolism

RIG-I-like receptor signaling pathway

Prion diseases

Flavonoid biosynthesis

alpha-Linolenic acid metabolism

Carotenoid biosynthesis

Taurine and hypotaurine metabolism

Tuberculosis

Phosphatidylinositol signaling system

N-Glycan biosynthesis

Meiosis - yeast

Cellular antigens

Pathways in cancer

Amyotrophic lateral sclerosis (ALS)

Alzheimer's disease

Secondary bile acid biosynthesis

Glycosphingolipid biosynthesis - ganglio series

Cardiac muscle contraction

Primary immunodeficiency

Zeatin biosynthesis

Glycosaminoglycan degradation

Polycyclic aromatic hydrocarbon degradation

Stilbenoid, diarylheptanoid and gingerol biosynthesis

Insulin signaling pathway

Glutamatergic synapse

Parkinson's disease

Pertussis

Non-homologous end-joining

Phosphonate and phosphinate metabolism

Vibrio cholerae pathogenic cycle

Primary bile acid biosynthesis

Arachidonic acid metabolism

Bacterial invasion of epithelial cells

Mineral absorption

Lysosome

Fluorobenzoate degradation

Epithelial cell signaling in Helicobacter pylori i...

Dioxin degradation

Ion channels

Selenocompound metabolism

Vitamin B6 metabolism

Adipocytokine signaling pathway

Retinol metabolism

Metabolism of cofactors and vitamins_Unclassified

Toluene degradation

Chlorocyclohexane and chlorobenzene degradation

Sulfur relay system

D-Glutamine and D-glutamate metabolism

Nitrotoluene degradation

Prenyltransferases

Germination_Unclassified

beta-Lactam resistance

Xylene degradation

Biosynthesis and biodegradation of secondary metab...

Signal transduction mechanisms_Unclassified

Bisphenol degradation

Styrene degradation

Huntington's disease

Other glycan degradation

Electron transfer carriers_Unclassified

RNA degradation

Inositol phosphate metabolism

Novobiocin biosynthesis

Glycerolipid metabolism

Metabolism of xenobiotics by cytochrome P450

D-Alanine metabolism

Other transporters_Unclassified

Peroxisome

Tetracycline biosynthesis

Base excision repair

Cell cycle - Caulobacter

RNA polymerase

Cell motility and secretion_Unclassified

Inorganic ion transport and metabolism_Unclassified

Aminobenzoate degradation

Phenylpropanoid biosynthesis

Drug metabolism - cytochrome P450

Mismatch repair

Drug metabolism - other enzymes

Chaperones and folding catalysts

C5-Branched dibasic acid metabolism

Photosynthesis proteins

Terpenoid backbone biosynthesis

Photosynthesis

Glutathione metabolism

Translation proteins_Unclassified

Bacterial toxins

Naphthalene degradation

Thiamine metabolism

Glycine, serine and threonine metabolism

Function unknown_Unclassified

Translation factors

Amino acid metabolism_Unclassified

Membrane and intracellular structural molecules_Un...

Synthesis and degradation of ketone bodies

Protein export

Limonene and pinene degradation

Biotin metabolism

Tyrosine metabolism

Lysine degradation

Cytoskeleton proteins

Protein folding and associated processing_Unclassi...

Peptidoglycan biosynthesis

Phenylalanine metabolism

Carbon fixation in photosynthetic organisms

Chloroalkane and chloroalkene degradation

Biosynthesis of unsaturated fatty acids

Staphylococcus aureus infection

Caprolactam degradation

DNA replication proteins

Alanine, aspartate and glutamate metabolism

Cyanoamino acid metabolism

Folate biosynthesis

Sulfur metabolism

DNA replication

Lipid biosynthesis proteins

Phenylalanine, tyrosine and tryptophan biosynthesis

Glycerophospholipid metabolism

Peptidases

Butanoate metabolism

Amino sugar and nucleotide sugar metabolism

beta-Alanine metabolism

Homologous recombination

Geraniol degradation

Cysteine and methionine metabolism

Transcription machinery

Tryptophan metabolism

DNA repair and recombination proteins

Propanoate metabolism

Fatty acid metabolism

Benzoate degradation

Glyoxylate and dicarboxylate metabolism

Ribosome Biogenesis

Bacterial secretion system

Lipopolysaccharide biosynthesis

Lipopolysaccharide biosynthesis proteins

Aminoacyl-tRNA biosynthesis

Valine, leucine and isoleucine biosynthesis

Starch and sucrose metabolism

Replication, recombination and repair proteins_Unc...

Arginine and proline metabolism

Transcription factors

Valine, leucine and isoleucine degradation

Purine metabolism

Pyrimidine metabolism

Other ion-coupled transporters_Unclassified

Lysine biosynthesis

Bacterial motility proteins

Sporulation_Unclassified

Ribosome

ABC transporters

Transporters
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