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Mean proportion (%)

Cytochrome P450

Systemic lupus erythematosus

Circadian rhythm - plant

Bile secretion

Glycosaminoglycan biosynthesis - chondroitin sulfate

Carotenoid biosynthesis

Ether lipid metabolism

Chagas disease (American trypanosomiasis)

Bladder cancer

African trypanosomiasis

Type I diabetes mellitus

Type II diabetes mellitus

Primary immunodeficiency

Cell division_Unclassified

Fluorobenzoate degradation

Bacterial invasion of epithelial cells

Prion diseases

Glutamatergic synapse

Proteasome

Secondary bile acid biosynthesis

Steroid hormone biosynthesis

Prostate cancer

NOD-like receptor signaling pathway

Amyotrophic lateral sclerosis (ALS)

alpha-Linolenic acid metabolism

Protein digestion and absorption

N-Glycan biosynthesis

Proximal tubule bicarbonate reclamation

Insulin signaling pathway

Ion channels

Antigen processing and presentation

Progesterone-mediated oocyte maturation

Pathways in cancer

Bisphenol degradation

Lipid metabolism_Unclassified

Styrene degradation

Ubiquitin system

Retinol metabolism

Biosynthesis of vancomycin group antibiotics

Zeatin biosynthesis

Phosphatidylinositol signaling system

RNA polymerase

D-Glutamine and D-glutamate metabolism

Synthesis and degradation of ketone bodies

Ethylbenzene degradation

Phosphonate and phosphinate metabolism

Transcription related proteins_Unclassified

Polycyclic aromatic hydrocarbon degradation

Epithelial cell signaling in Helicobacter pylori i...

Glycan biosynthesis and metabolism_Unclassified

Protein processing in endoplasmic reticulum

Biosynthesis of siderophore group nonribosomal pep...

Vitamin B6 metabolism

Biosynthesis of unsaturated fatty acids

Glycosphingolipid biosynthesis - globo series

Tuberculosis

Butirosin and neomycin biosynthesis

Staphylococcus aureus infection

Biosynthesis and biodegradation of secondary metab...

Metabolism of xenobiotics by cytochrome P450

Lipoic acid metabolism

Carbohydrate metabolism_Unclassified

Nitrotoluene degradation

beta-Alanine metabolism

Drug metabolism - cytochrome P450

Xylene degradation

C5-Branched dibasic acid metabolism

Bacterial toxins

Dioxin degradation

Phenylalanine metabolism

Polyketide sugar unit biosynthesis

Electron transfer carriers_Unclassified

Nicotinate and nicotinamide metabolism

Caprolactam degradation

Pertussis

Plant-pathogen interaction

Restriction enzyme_Unclassified

Tetracycline biosynthesis

Signal transduction mechanisms_Unclassified

Glycine, serine and threonine metabolism

Glycerolipid metabolism

Streptomycin biosynthesis

Other transporters_Unclassified

Lipid biosynthesis proteins

Chloroalkane and chloroalkene degradation

Prenyltransferases

Nucleotide metabolism_Unclassified

Metabolism of cofactors and vitamins_Unclassified

Geraniol degradation

Aminobenzoate degradation

Inositol phosphate metabolism

RNA degradation

Thiamine metabolism

Protein folding and associated processing_Unclassi...

Limonene and pinene degradation

Glyoxylate and dicarboxylate metabolism

Glutathione metabolism

Phenylpropanoid biosynthesis

Protein kinases

Nitrogen metabolism

Histidine metabolism

Tryptophan metabolism

Cyanoamino acid metabolism

Benzoate degradation

Lysine degradation

Translation proteins_Unclassified

Naphthalene degradation

Nucleotide excision repair

Pentose phosphate pathway

Valine, leucine and isoleucine degradation

Tyrosine metabolism

Arginine and proline metabolism

Chaperones and folding catalysts

Protein export

Propanoate metabolism

Pores ion channels_Unclassified

Cell cycle - Caulobacter

Replication, recombination and repair proteins_Unc...

DNA replication

Amino acid metabolism_Unclassified

Sulfur relay system

Lysine biosynthesis

Translation factors

Pentose and glucuronate interconversions

Valine, leucine and isoleucine biosynthesis

Pyruvate metabolism

Terpenoid backbone biosynthesis

Pantothenate and CoA biosynthesis

Purine metabolism

Cytoskeleton proteins

Ascorbate and aldarate metabolism

Peptidoglycan biosynthesis

One carbon pool by folate

Alanine, aspartate and glutamate metabolism

Photosynthesis proteins

Mismatch repair

Fatty acid metabolism

Butanoate metabolism

Inorganic ion transport and metabolism_Unclassified

Transcription machinery

Photosynthesis

Starch and sucrose metabolism

Oxidative phosphorylation

Homologous recombination

Ribosome Biogenesis

Phenylalanine, tyrosine and tryptophan biosynthesis

Fructose and mannose metabolism

Bacterial chemotaxis

DNA replication proteins

Others_Unclassified

Amino acid related enzymes

Aminoacyl-tRNA biosynthesis

Pyrimidine metabolism

Function unknown_Unclassified

Chromosome

Other ion-coupled transporters_Unclassified

DNA repair and recombination proteins

Transcription factors

Ribosome

ABC transporters

Phosphotransferase system (PTS)

Transporters

0.4 0.2 0.0 0.2 0.4 0.6 0.8

Difference in mean proportions (%)

95% confidence intervals

0.032

0.034

0.041

0.027

0.029

0.017

1.35e-3

5.94e-3

1.87e-3

6.66e-3

1.80e-3

2.34e-3

0.049

0.050

0.015

2.29e-3

8.32e-5

0.046

3.75e-5

0.040

1.64e-4

6.32e-4

4.95e-4

0.039

0.031

0.030

1.99e-4

5.18e-4

7.18e-3

0.022

1.02e-4

1.02e-4

1.48e-6

0.025

6.87e-3

5.28e-3

1.48e-4

0.011

2.58e-4

6.77e-5

3.39e-3

0.015

6.70e-5

0.025

1.76e-3

1.09e-4

1.76e-5

1.95e-3

1.45e-3

0.017

3.46e-5

1.80e-3

4.00e-3

0.043

0.044

3.37e-5

3.38e-5

6.77e-5

2.93e-3

1.79e-3

2.66e-4

4.94e-3

1.33e-3

0.046

1.33e-3

3.99e-7

2.56e-4

3.89e-6

3.06e-7

3.84e-3

1.23e-3

6.35e-5

3.76e-3

5.90e-3

2.99e-3

2.63e-6

1.83e-4

1.90e-4

7.21e-3

4.45e-3

2.98e-3

1.91e-3

2.89e-7

5.58e-4

1.07e-4

2.05e-3

3.45e-5

3.80e-5

9.73e-3

5.85e-3

4.89e-4

1.01e-5

4.89e-3

0.043

2.52e-3

0.036

0.010

3.09e-3

3.05e-3

0.010

0.022

0.022

3.26e-3

1.14e-3

9.51e-3

2.41e-4

1.00e-7

1.38e-5

7.59e-3

0.030

4.53e-8

0.021

7.02e-3

1.96e-5

7.47e-3

0.019

8.08e-5

0.020

2.75e-4

3.97e-6

4.51e-6

4.31e-3

2.88e-6

8.19e-4

2.47e-7

5.24e-5

2.31e-5

2.26e-8

0.025

1.63e-4

9.44e-7

1.27e-4

2.02e-4

8.91e-4

7.05e-7

4.15e-5

2.84e-4

4.49e-5

1.38e-5

0.013

7.20e-7

0.027

1.26e-4

3.60e-5

1.02e-4

1.11e-6

2.97e-4

6.29e-4

3.02e-5

2.56e-7

9.49e-8

2.18e-6

2.19e-4

4.93e-3

4.42e-6

2.91e-6

1.52e-4

1.55e-6

1.07e-5

9.64e-4

3.11e-7

6.35e-3
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