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sample collection
healthy skin surface (8, 10, 12 weeks of age; all animals)

melanoma surface (8, 10, 12 weeks of age; black pigs only)
inner melanoma tissue (8 and 12 weeks of age; black pigs only)

stool (8, 10, 12 weeks of age; all animals)

sample analysis DNA extraction, 16S rRNA gene amplification and NGS sequencing

data analysis
alpha and beta diversity

relative abundance analysis and taxonomic composition
functional pathways analysis


