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Table S1: All primers used in this study

Table S1 Primers used in the study
	Name
	 Sequence (5’-3’)
	For purpose

	β-actinF
	CATGTACGTTGCTATCCAGGC
	Reference genes amplification

	β-actinR
	CTCCTTAATGTCACGCACGAT
	Reference genes amplification

	H-TDO2F
	CGGTGGTTCCTCAGGCTATC
	Amplification of TDO2

	H-TDO2R
	CTTCGGTATCCAGTGTCGGG
	Amplification of TDO2

	BCL2A1 
	TTACAGGCTGGCTCAGGACT
	Amplification of BCL2A1

	BCL2A1
	AGCACTCTGGACGTTTTGCT-
	Amplification of BCL2A1

	H-IDO1 F
	AGCAGCGTCTTTCAGTGCTT
	Amplification of IDO1

	H-IDO1 R
	AGAGCTTTCACACAGGCGTC
	Amplification of IDO1
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