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Table S1. Literatures for the functions and habits of bacterial genera presented in 

Table 4. 

Assigned genera Function or habitat Ref. 

Agri_core identified as stream_core  

Hydrogenophaga Hydrogenotrophic denitrification (Xing et al. 2018)  

Hyphomicrobium Denitrification (Shapleigh 2006)  

Gallionella Dark_iron_oxidation (Hedrich et al. 2011)  

Agri_core not identified as stream_core  

Hydrogenophaga Hydrogenotrophic denitrification (Xing et al. 2018)  

Aquicella Parasites; fecal indicator (Saini and Gupta 2021)  

Polaromonas Psychrophiles (Darcy et al. 2011)  

u114 Fish gut microbiome (Liu et al. 2018)  

Mycoplana Soil bacteria able to decompose aromatic compounds (Urakami et al. 1990)  

PSB-M-3 Phosphate-solubilizing bacteria (Wang et al. 2018)  

Devosia Nitrogen fixation; nitrate reduction (Jurburg et al. 2017)  
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