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Rank
Phylum
Phylum
Phylum
Phylum

Class

Class

Class

Class

Order
Order
Order
Order
Order
Order
Order
Order
Order
Order
Order
Order
Family
Family
Family
Family
Family
Family
Family
Family
Family
Family
Family
Family
Family
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Genus
Species
Species
Species
Species
Species
Species
Species
Species
Species
Species
Species

Species

Taxon

Proteobacteria
Absconditabacteria_(SR1)
Spirochaetes

Synergistetes
Betaproteobacteria

Mollicutes

Spirochaetia

Synergistia

Burkholderiales

Neisseriales

Bifidobacteriales
Mollicutes_[O-1]
Gracilibacteria_(GNO02) _[O-2]
Mycoplasmatales
Absconditabacteria_(SR1)_[O-1]
Flavobacteriales

Bacteroidales

Eggerthellales

Pasteurellales

Synergistales

Neisseriaceae
Bifidobacteriaceae
Mollicutes_[F-1]
Gracilibacteria_(GNO02) [F-2]
Absconditabacteria_(SR1)_[F-1]
Flavobacteriaceae
Porphyromonadaceae
Eggerthellaceae

Atopobiaceae
Peptostreptococcaceae_[XI]
Enterococcaceae
Pasteurellaceae

Synergistaceae

Alloscardovia
Gracilibacteria_(GN02)_[G-2]
Absconditabacteria_(SR1)_[G-1]
Bergeyella

Capnocytophaga
Porphyromonas

Bacteroidetes [G-3]
Campylobacter

Oribacterium

Catonella

Peptostreptococcus
Peptostreptococcaceae_[XI][G-1]
Neisseria

Enterococcus

Haemophilus

Dialister
Alloscardovia;omnicolens
Absconditabacteria_(SR1)_[G-1];bacterium_HMT_875
Bergeyella;sp._ HMT_322
Prevotella;sp._ HMT_396
Prevotella;nanceiensis
Porphyromonas;sp._ HMT_278
Olsenella;uli

Oribacterium;sinus
Lachnoanaerobaculum;umeaense
Peptostreptococcaceae [XI][G-5];bacterium_HMT 493
Peptostreptococcaceae [XI]|[G-1];[Eubacterium]_sulci

Dialister;micraerophilus

Est.
-0.402
-0.513

0.328
0.665
-0.598
1.091
0.327
0.656
-0.495
-0.736
1.083
1.207
-1.135
1.092
-0.640
-0.364
-0.217
1.227
-0.413
0.508
-0.770
1.043
1.135
-1.147
-0.681
-0.403
-0.393
1.161
0.571
-0.393
-0.372
-0.451
0.465
1.593
-1.043
-0.708
-0.558
-0.390
-0.436
1.222
-0.318
-0.307
-0.467
-0.430
-0.709
-0.832
-0.398
-0.558
0.448
1.302
-0.944
-0.724
-1.083
-0.826
-0.551
1.197
-0.447
-0.596
-1.755
-0.767
1.850

P-value
0.000
0.017
0.005
0.001
0.000
0.007
0.008
0.001
0.004
0.000
0.000
0.008
0.013
0.016
0.009
0.003
0.017
0.009
0.000
0.007
0.000
0.000
0.012
0.012
0.006
0.001
0.004
0.011
0.010
0.004
0.000
0.000
0.012
0.001
0.008
0.004
0.000
0.008
0.002
0.007
0.007
0.004
0.000
0.008
0.001
0.000
0.000
0.000
0.001
0.001
0.001
0.000
0.000
0.000
0.001
0.001
0.000
0.000
0.000
0.001
0.000

Q-value
0.000
0.042
0.018
0.003
0.000
0.039
0.039
0.007
0.022
0.000
0.001
0.031
0.039
0.042
0.031
0.022
0.042
0.031
0.004
0.031
0.000
0.001
0.040
0.040
0.032
0.008
0.026
0.040
0.040
0.026
0.001
0.001
0.040
0.009
0.047
0.034
0.001
0.045
0.021
0.045
0.045
0.034
0.000
0.045
0.013
0.000
0.001
0.001
0.009
0.018
0.017
0.000
0.001
0.001
0.018
0.014
0.006
0.003
0.000
0.014
0.000
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