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Supplementary tables
Table S1. Physiochemical parameters in different phases during composting process
	Physiochemical parameters
	Sample name

	
	Po0
	Po5
	Po10
	Po15
	Po20
	Po25
	Po30
	Po35
	Po40

	Moisture content (%)
	52.96±0.51 a
	48.98±0.98 b
	46.66±1.13 c
	44.28±0.88 d
	43.09±0.85 d
	40.64±1.57 e
	38.97±1.77 ef
	36.96±2.09 f
	32.49±0.42 g

	pH
	9.62±0.03 a
	9.35±0.07 b
	9.00±0.07 c
	9.04±0.08 c
	9.04±0.08 c
	8.92±0.13 c
	9.06±0.18 c
	9.03±0.11 c
	8.98±0.07 c

	NH4+-N (mg/kg)
	1477.75±55.82 a  
	1360.90±136.03 a
	1104.82±145.22 b
	917.23±122.34 c
	668.01±103.81 d
	499.72±60.87 de
	416.85±79.21 e
	269.45±88.95 ef
	207.04±49.42 f

	NO3–-N (mg/kg)
	874.41±16.52 a
	735.11±63.76 b
	619.79±67.79 c
	529.83±36.24 d
	503.50±59.85 d
	399.83±57.78 e
	371.39±20.82 e
	323.86±27.31 ef
	282.22±28.84 f

	Total potassium (g/kg)
	20.37±0.10 a
	20.17±0.53 a
	21.41±0.71 a
	22.32±0.74 a
	21.78±1.06 a
	23.08±1.36 a
	23.53±1.87 a
	24.01±0.96 a
	22.68±0.49 a

	Total phosphorus (g/kg)
	3.37±0.10 a
	2.45±0.24 a
	3.01±0.23 a 
	3.27±0.40 a 
	2.99±0.50 a 
	3.40±0.42 a 
	3.43±0.51 a 
	3.78±0.61 a 
	3.12±0.11 a

	Crude fiber（%）
	24.55±0.63 a 
	23.77±1.32 a 
	23.52±1.27 a 
	22.69±1.09 ab 
	20.40±1.24 b  
	14.86±1.28 cd 
	12.18±1.85 d 
	11.91±2.50 d 
	12.93±1.18 d 

	TOC (g/kg)
	187.98±12.06 a 
	147.66±12.73 b 
	159.04±33.31 ab 
	165.89±10.56 ab 
	134.13±27.72 b 
	146.65±25.05 b 
	152.79±48.27 b 
	131.09±20.93 b 
	133.94±16.11 b 

	TN (g/kg)
	13.07±0.53 a
	9.25±1.57 b
	11.05±2.21 ab 
	10.37±2.17 ab 
	11.65±0.85 ab 
	11.16±2.48 ab 
	12.58±2.85 a 
	12.68±1.94 a 
	11.16±0.81 ab

	C/N
	14.38±0.46 ab 
	16.10±1.26 ab 
	15.02±5.74 ab 
	16.63±4.66 a 
	11.65±3.21 ab 
	14.02±5.99 ab 
	11.98±1.07 ab 
	10.51±2.31 b 
	12.08±1.99 ab 


Notes: All values are listed with mean ± SD, means follow by the same letter do not differ significantly at p < 0.05 level according to the Bonferroni test (n = 3). 

Table S2. The contents of trace elements and chloride ions before and after composting
	Sample name
	Element name

	
	Arsenic (mg/kg)
	Mercury (mg/kg)
	Cadmium (mg/kg)
	Lead
 (mg/kg)
	Chromium (mg/kg)
	Copper 
(mg/kg)
	Zinc
 (mg/kg)
	Chloride ion (cmoL/kg)

	Po0
	4.23±0.30 a
	0.05±0.06 a
	0.11±0.01 a
	5.20±0.06 a 
	112.07±1.73 a
	10.92±0.41 a
	71.19±1.24 a
	36.06±0.99 a

	Po40
	4.15±0.13 a
	0.03±0.02 a
	0.09±0.03 a
	6.06±0.41 b
	21.08±3.06 b
	11.08±0.45 a
	70. 69±0.21 a
	51.96±5.89 a


Notes: All values are listed with mean ± SD, means follow by the same letter do not differ significantly at p < 0.05 level according to the Bonferroni test (n = 3). 




[bookmark: _Hlk149336223]Table S3.  Content of pathogenic bacteria in prokaryotic microorganisms at different time points in composting samples（‰）
	Genus
	Po0
	Po5
	Po10
	Po15
	Po20
	Po25
	Po30
	Po35
	Po40

	Staphylococcus
	0.05±0.03 a
	0.07±0.03 a
	0.13±0.11 a
	0.13±0.18 a
	0.04±0.04 a
	0 a
	0.05±0.10 a
	0 a
	0 a

	Streptococcus
	0.36±0.33 a
	0.35±0.07 a
	0.27±0.06 a
	0.19±0.17 a
	0.24±0.28 a
	0.32±0.28 a
	0.27±0.19 a
	0.15±0.21 a
	0.71±0.42 a

	Escherichia-Shigella
	1.02±0.35 a
	0.92±0.58 a
	2.13±0.55 a
	2.85±0.31 a
	2.10±0.55 a
	2.58±2.22 a
	1.92±1.43 a
	2.11±1.03 a
	2.40±1.70 a

	Proteus
	0 a
	0 a
	0.01±0.02 a
	0 a
	0 a
	0 a
	0.04±0.06 a
	0 a
	0 a

	Clostridium
	0.35±0.25 a
	0.27±0.06 a   
	0.41±0.24 a
	0.35±0.09 a    
	0.04±0.04 a
	0.12 ±0.04 a   
	0.17±0.07 a
	0.10 ±0.10 a   
	0.06±0.06 a

	Bacillus
	6.69±1.81 a
	4.66±0.73 a
	67.66±18.66 a
	12.29±6.32 a
	24.13±12.65 a
	44.21±5.23 a
	60.84±10.02 a
	62.96±29.20 a
	35.34±4.47 a

	Corynebacterium
	0.02±0.02 a
	0.13±0.15 ab
	0.02±0.03 a
	0.38±0.42 b
	0 a
	0 a
	0 a
	0 a
	0 a

	Klebsiella
	0 a
	0.02±0.03 a
	0.03±0.05 a
	0 a
	0 a
	0 a
	0.04±0.06 a
	0 a
	0 a

	Actinomyces
	0 a
	0 a
	0 a
	0 a
	0.02±0.03 b
	0 a
	0 a
	0 a
	0 a

	Acinetobacter
	0.01±0.02 a
	0.04±0.06 ab
	0.21±0.26 b
	0.13±0.22 ab
	0 a
	0 a
	0 a
	0 a
	0 a


Notes: All values are listed with mean ± SD, means follow by the same letter do not differ significantly at p < 0.05 level according to the Bonferroni test (n = 3). 



Table S4.  Content of pathogenic eukaryote at different time points in composting samples（‰）
	Genus
	Po0
	Po5
	Po10
	Po15
	Po20
	Po25
	Po30
	Po35
	Po40

	[bookmark: OLE_LINK1]Cryptosporidium 
	369.93±206.52 ab
	226.48±145.97 b
	23.75±22.57 c
	480.90±167.76 a 
	25.93±24.80 c
	167.83±130.44 bc
	81.06±109.30 bc
	19.45±5.43 c
	27.55±6.88 bc

	Eimeria
	0.10±0.10 a
	0.01±0.02 a
	0 a
	0.1±0.17 a
	0 a
	0.04±0.07 a
	0.12±0.21 a
	0.03±0.04 a
	0.02±0.03 a

	[bookmark: OLE_LINK2]Rhabditida
	0 c
	0 c
	0 c
	0 c
	0 c
	0.004±0.007 c
	113.26±94.48 b
	28.40±48.96 bc
	648.80±131.77 a

	Entamoeba
	0.91±0.53 a
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b

	Arachnida
	0 b
	0 b
	0 b
	0 b
	6.64±5.53 ab
	0 b
	0 b
	0.08±0.07 b
	124.75±213.46 a

	Colpodella
	0.21±0.04 a
	0 a
	0 a
	0 a
	0 a
	0 a
	0 a
	0.75±0.13 a
	0 a

	Candida
	0.06±0.07 a
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b
	0 b

	Aspergillus
	1.74 ±0.44 a
	0 b
	0 b
	0.06±0.09 b
	0 b
	0.01±0.01 b
	0 b
	0.01±0.01 b
	0 b


Notes: All values are listed with mean ± SD, means follow by the same letter do not differ significantly at p < 0.05 level according to the Bonferroni test (n = 3).






Table S5. The sequence range of the compost samples
	
Sequence
	
Name
	Sample name

	
	
	Po0
	Po5
	Po10
	Po15
	Po20
	Po25
	Po30
	Po35
	Po40

	Input
	16S rRNA
	135985-153007
	139357-147754
	141934-147231
	80416-118523
	140956-143077
	130940--148758
	132279-139929
	99104-151087
	133703-148182

	[bookmark: _Hlk116647061]
	18S rRNA
	133279-140374
	132722-142883
	134587-142867
	137654-141245
	135248-147126
	133238-142374
	138338-141836
	129315-143235
	98988-130974

	Non-singleton
	16S rRNA
	61974-76379
	61651-66400
	58676-64773
	38333-50603
	60598-70056
	65355-76336
	65369-66920
	49104-77773
	65446-71713

	
	18S rRNA
	101729-102977
	87211-98055
	95827-108604
	88457-89133
	97566-110010
	102743-105809
	90305-97631
	997696-115858
	84031-105661
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