	

Supplementary Information
Legends of supplementary figures

Figure S1: Growth curves of S. aureus and H. kunzii in monoculture over a 24h period. The initial inoculum was set at an OD600 of 0.1.

Figure S2: Distribution of proteins in the exoproteome of Helcococcus kunzii and their associated pathways. It compares the proteins identified in the exponential (OD600=0.1) and stationary (OD600=1) phases of growth in both monoculture (H13) and coculture conditions. Data are visualized using an UpSet matrix layout and plotted horizontally. Each column in the layout represents a set of proteins, indicated by dark circles, and illustrates the associated pathways.

[bookmark: _Hlk172640862]Figure S3: Log relative fold-change in mRNA expression of virulence and regulatory genes (hla, sigB, sarA and spa) in S. aureus, as measured by qRT-PCR. The bacteria were cocultured with H. kunzii for 48 hours in CWM (Chronic Wound Medium). The results are expressed as the mean fold change under two conditions: 1, Monoculture of S. aureus, which serves as the standardized control; 2, Coculture of NSA739-H13. Error bars represent the standard deviation. Statistical analysis was performed using a t-test on GraphPad Prism version 9.2 to compare the monoculture of each S. aureus strain to its respective co-culture. Significance levels are denoted as follows ** p< 0.01; **** p<0. 0001.


Figure S4: Percentage of hemolysin production test in NSA739 S. aureus compared to the NSA739 - H13 coculture (A). Images of hemolysin production of the monoculture (B) and coculture (C) on TSS agar plate were presented. Statistical analysis was performed using a t-test on GraphPad Prism version 9.2 to compare the monoculture of NSA739 S. aureus strain to its respective coculture with H13. Significance level is denoted as follows: **** p<0. 0001.
Figure S5: Fold change (log2) protein abundance profile for the biosynthesis pathway altering the production of staphyloferrin in coculture (OD600=1). A. Staphyloferrin biosynthetic pathway starting from 2-Oxaloglutarate, which is framed in red and B. Citrate cycle resulting in 2-Oxaloglutarate production. Plain red represents an absence of the protein in coculture, while plain green indicates exclusive presence in coculture. Shades of red represent a reduced production in coculture experiments (relative to monoculture, log2[Monoculture/Coculture]), while green indicates the opposite, and gray represents marginal variations. 2-Oxaloglutarate is indicated by a light blue disk. Only significant and specific changes have been represented. 

Figure S6: Fold change (log2) protein abundance profile, at OD=1, for the biosynthetic pathways of A. wall (WTA) and lipoteichoic acid (LTA), and B. Staphyloxanthin (framed in red) production. Plain red represents an absence of the protein in coculture while plain green stand for exclusive presence in coculture. Red nuances stand for an underabundance in coculture experiments (relative to monoculture, log2[Monoculture/Coculture]), while green indicates the opposite, and gray represents marginal variations. Only significant and specific changes have been represented. 
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