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	Gene
	Primer
	gene fragment (bp)

	blaKPC-F
	CGTCTAGTTCTGCTGTCTTG
	798

	blaKPC-R
	CTTGTCATCCTTGTTAGGCG
	

	blaNDM-F
	CACCTCATGTTTGAATTCGCC	
	951

	blaNDM-R
	CTCTGTCACATCGAAATCGC
	

	blaIMP-F
	GGAATAGAGTGGCTTAAYTC
	232

	blaIMP-R
	TCGGTTTAAYAAAACAACCACC
	

	blaVIM-F
	ATGGTGTTTGGTCGCATATC	
	510

	blaVIM-R
	TGGGCCATTCAGCCAGATC
	

	blaOXA-48-F
	TTGGTGGCATCGATTATCGG
	744

	blaOXA-48-R
	GAGCACTTCTTTTGTGATGGC
	

	SME-F
	AACGGCTTCATTTTTGTTTAG
	831

	SME-R
	GCTTCCGCAATAGTTTTATCA
	

	GIM-F
	CGAATGGGTTGGTAGTTCTGGATAATAATC
	198

	GIM-R
	ATGTGTATGTAGGAATTGACTTTGAATTTAGC
	

	SIM-F
	TACAAGGGATTCGGCATCG
	571

	SIM-R
	TAATGGCCTGTTCCCATGTG
	

	IMI-F
	TGCGGTCGATTGGAGATAAA
	399

	IMI-R
	CGATTCTTGAAGCTTCTGCG
	

	blaSHV-F
	TTATCTCCCTGTTAGCCACC
	797

	blaSHV-R
	GATTTGCTGATTTCGCTCGG
	

	blaTEM-F
	ATAAAATTCTTGAAGACGAAA
	

	blaTEM-R
	GACAGTTACCAATGCTTAATC
	

	blaCTX-M-1-F
	GCATTGATTAACACAGCAGATA
	650

	blaCTX-M-1-R
	GTGAAGTAAGTGACCAGAATC
	

	blaCTX-M-2-F
	ATAATTCGCAGATTCTCTACC
	631

	blaCTX-M-2-F
	GTAAAGTAGGTCACCAGAAC
	

	blaCTX-M-8-F
	AAGAAGGTGTTGAGTCAGAA
	471

	blaCTX-M-8-R
	GTCATTCGTCGTACCATAATC
	

	blaCTX-M-9-F
	ATGGTGACAAAGAGAGTGCA
	870

	blaCTX-M-9-R
	CCCTTCGGCGATGATTCTC
	

	blaCTX-M-10-F
	GCAGCACCAGTAAAGTGATGG
	524

	blaCTX-M-10-F
	GCGATATCGTTGGTGGTACC
	

	ant3-F
	GTGGATGGCGGCCTGAAGCC
	526

	ant3-R
	ATTGCCCAGTCGGCAGCG
	

	aac (6') -Ib-F
	TTGCGATGCTCTATGAGTGGCTA
	482

	aac (6') -Ib-R
	CTCGAATGCCTGGCGTGTTT
	

	aac (3) -II-F
	TGAAACGCTGACGGAGCCTC
	370

	aac (3) -II-R
	GTCGAACAGGTAGCACTGAG
	

	amrA-F
	AATCACTTCCGTCAGGTTAT
	589

	amrA-R
	ATACTAACTCATTCCCTATAACCT
	

	rmtB-F
	TCTTACTATTCTGCCTATCCTAAT
	461

	rmtB-R
	CTGGATACCCTGTACGATTT
	

	strA-strB-F
	TTGAATCGAACTAATAT
	1640

	strA-strB-R
	CTAGTATGACGTCTGTCG
	

	qnrA-F
	AGAGGATTTCTCACGCCAGG
	580

	qnrA-R
	TGCCAGGCACAGATCTTGAC
	

	qnrB-F
	GGMATHGAAATTCGCCACTG
	264

	qnrB-R
	TTTGCYGYYCGCCAGTCGAA
	

	qnrS-F
	GCAAGTTCATTGAACAGGGT
	428

	qnrS-R
	TCTAAACCGTCGAGTTCGGCG
	

	qepA-F
	AGGTACTGCGTCATGAAGAT
	716

	qepA-R
	CTGGACATCTACGGCTTCTT
	

	gyrA-F
	CTTATCTGGATTATGCGATGTC
	515

	gyrA-R
	AATCACTTCCGTCAGGTTAT
	

	tetA-F
	GTAATTCTGAGCACTGTCGC
	956

	tetA-R 
	CTGCCTGGACAACATTGCTT
	

	sul1-F
	CTTCGATGAGACCCGGCGGC
	436

	sul1-R
	GCAAGGCGGAAACCCGCGCC
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	fimH-F
	ACGAGTTATTACCCTGTTTG
	887bp

	fimH-R
	CAAAAGTCACGCCAATAATC
	

	traT-F
	AATTGATGATGGTTGCACTG
	625bp

	traT-R
	ACACGGGTCTGGTATTTATG
	

	papC-F
	CTGGCTTGAGTATTCTGATG
	1328bp

	papC-R
	CCATATTCACATAACGGTCAT
	

	hlyA-F
	CTGTCCTGAGTTCTGTATCT
	716bp

	hlyA-R
	TATTCTCGCCTGATAGTGTT
	

	ecpA-F
	CTGGCAATAGCTCTGGTAAC
	515bp

	ecpA-R
	GGTAGAGTGCTGTAATCTGTTA
	

	iucD-F
	GCTGAAGATATGAATAACCTGTAT
	557bp

	iucD-R
	GGTAGCAGACGGATATTTCT
	

	ompT-F
	TGTACTTAAAGATTCTTGCTACTG
	828bp

	ompT-R
	TAATACGGTTCCATGTTCCT
	

	iutA-F
	TTGGAGGTAAAGCGCTCATG
	406bp

	iutA-R
	GGCAGCTTCAACTGATAACG
	

	afaC-F
	TGGGAGAGTTCATACATACG
	1034bp

	afaC-R
	CTCATCCACATACTGACACT
	



Table S3 Primer sequences for housekeeping genes
	Gene
	Primer
	gene fragment (bp)

	adk-F
	ATTCTGCTTGGCGCTCCGGG
	583

	adk-R
	[bookmark: _GoBack]CCGTCAACTTTCGCGTATTT
	

	fumC-F
	TCACAGGTCGCCAGCGCTTC
	806

	fumC-R
	GTACGCAGCGAAAAAGATTC
	

	gyrB-F
	TCGGCGACACGGATGACGGC
	911

	gyrB-R
	ATCAGGCCTTCACGCGCATC
	

	icd-F
	ATGGAAAGTAAAGTAGTTGTTCCGGCACA
	578

	icd-R
	GGACGCAGCAGGATCTGTT
	

	mdh-F
	ATGAAAGTCGCAGTCCTCGGCGCTGCTGGCGG
	860

	mdh-R
	TTAACGAACTCCTGCCCCAGAGCGATATCTTTCTT
	

	purA-F
	CGCGCTGATGAAAGAGATGA
	816

	purA-R
	CATACGGTAAGCCACGCAGA
	

	recA-F
	CGCATTCGCTTTACCCTGACC
	780

	recA-R
	TCGTCGAAATCTACGGACCGGA
	




TableS4 Primer sequences for RT-qPCR
	Gene
	Primer

	acrA-F
	CTCTCAGGCAGCTTAGCCCTAA

	acrA-R
	TGCAGAGGTTCAGTTTTGACTGTT

	acrB-F
	AGCTTCCTGATGGTTGTCGG

	acrB-R
	ACGGCTGATGGCATCTTTCA

	tolC-F
	ATGAAAACATTTAATAAAATCAC

	tolC-R
	CTATTTTTTCATATAGTAACCAGCC

	rrsG-F
	TATTGCACAATGGGCGCAAG

	rrsG-R
	ACTTAACAAACCGCCTGCGT



