Supplementary Table 1. primers sequence for PCR detection in this study.  
	Gene
	Primer sequence (5’-3-)
	Product size (bp)
	Condition  
	Reference

	E. coli
	F: GGGAATGGTGATTACCGACGAAAACGGC
	175
	95˚C, 3 min
35 cycles; 
95˚C, 30 s
62.5˚C, 1.30 min
72˚C, 5 min
	[22]

	
	R: ACAGACGCGTGGTTACAGTCTTGCG
	
	
	

	K. pneumoniae
	F: CGGATCCTGGTCATTAAGCTG
	217
	
	

	
	R: ATTGCATCTTCAGCTGATACCTTT
	
	
	

	K. variicola
	F: CACGCTGCGYAAACTACTGACYGCGCAGCA
	489
	
	

	
	R: AGAAGCATCCTGCTGTGCG
	
	
	

	K. quasipneumoniae

	F: GGCCGGYGAGCGGGGCTCA
	348
	
	

	
	R: AGAAGCATCCTGCTGTGCG
	
	
	

	K. oxytoca
	F: GAT ACG GAG TAT GCC TTT ACG GTG
	344
	94˚C, 4 min
35 cycles; 
94˚C, 30 s
58˚C, 30 s
72˚C, 45 s
72˚C, 5 min
	[23,24]

	
	R: TAG CCT TTA TCA AGC GGA TAC TGG
	
	
	

	K. aerogenes
	F: GTAACCGGTGAAACCGAAAGC
	201
	
	

	
	R: GATGCCGCCTTCGTAGTGGAAATGG
	
	
	

	blaTEM
	F: ACGCTCACCGGCTCCAGATTAT
	445
	95˚C, 3 min
30 cycles; 95˚C, 30 s
55˚C, 30 s
72˚C, 1 min
72˚C, 7 min
	[26]

	
	R: TCGCCGCATACACTATTCTCAGA
	
	
	

	blaCTX-M
	F: ATGTGAGYACCAGTAARGTGAT
	593
	
	

	
	R: TGGGTRAARTARGTSACCAGAAT
	
	
	

	blaSHV
	F: TGCTTTGTTATTCGGGCCAA
	747
	
	

	
	R: ATGCGTTATATTCGCTGTG
	
	
	

	blaCTX-M-1
	F: AAAAATCACTGCGCCAGTTC
	415
	94˚C, 5 min
30 cycles; 94˚C, 25 s
52˚C, 40 s
72˚C, 50 s
72˚C, 6 min
	[28]

	
	R: AGCTTATTCATCGCCACGTT
	
	
	

	blaCTX-M-2
	F: CGACGCTACCCCTGCTAT T
	552
	
	

	
	R: CCAGCGTCAGATTTTTCAGG
	
	
	

	blaCTX-M-8
	F: TCGCGTTAAGCGGATGATGC
	666
	
	

	
	R: AACCCACGATGTGGGTAGC
	
	
	

	blaCTX-M-9
	F: CAAAGAGAGTGCAACGGATG
	205
	
	

	
	R: ATTGGAAAGCGTTCATCACC
	
	
	

	blaCTX-M-25
	F: GCACGATGACATTCGGG
	327
	
	

	
	R: AACCCACGATGTGGGTAGC
	
	
	

	chuA
	F: ATGGTACCGGACGAACCAAC
	288
	94˚C, 4 min
30 cycles; 94˚C, 5 s
59˚C, 20 s
72˚C, 5 min
	[29]

	
	R: TGCCGCCAGTACCAAAGACA
	
	
	

	yjaA
	F: CAAACGTGAAGTGTCAGGAG
	211
	
	

	
	R: AATGCGTTCCTCAACCTGTG
	
	
	

	TspE4.C2
	F: CACTATTCGTAAGGTCATCC
	152
	
	

	
	R: AGTTTATCGCTGCGGGTCGC
	
	
	

	arpA
	F: AACGCTATTCGCCAGCTTGC
	400
	
	

	
	R: TCTCCCCATACCGTACGCTA
	
	
	

	arpA
	F: GATTCCATCTTGTCAAAATATGCC
	301
	94˚C, 4 min
30 cycles; 94˚C, 5 s
57˚C, 20 s
72˚C, 5 min
	

	
	R: GAAAAGAAAAAGAATTCCCAAGAG
	
	
	

	trpA
	F: AGTTTTATGCCCAGTGCGAG
	219
	94˚C, 4 min
30 cycles; 94˚C, 5 s
59˚C, 20 s
72˚C, 5 min
	

	
	R: TCTGCGCCGGTCACGCCC
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