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Figure S1. Prevalence of the tested isolates according to (A) specimen types and (B) departments they collected from of clinical strains of Pseudomonas aeruginosa included in this study.

Table S1. The results of antimicrobial susceptibility test of Pseudomonas aeruginosa strains in the study (The MDR strains are marked in bold).
	Clinical strains
	Carbapenems
	Aminoglycosides
	Cephalosporins
	Fluoroquinolones
	β-lactams/
β-lactamase inhibitors
	Monobactams
	polymyxins

	1
	S
	S
	S
	S
	R
	S
	S

	2
	S
	R
	R
	R
	R
	R
	S

	3
	R
	S
	S
	S
	R
	R
	S

	4
	R
	S
	S
	S
	S
	S
	S

	5
	S
	S
	S
	S
	R
	S
	S

	6
	S
	S
	S
	S
	R
	S
	S

	7
	S
	S
	S
	S
	R
	S
	S

	8
	S
	S
	S
	S
	S
	S
	S

	9
	R
	S
	R
	S
	S
	R
	S

	10
	R
	S
	R
	R
	R
	R
	S

	11
	R
	S
	S
	S
	R
	S
	S

	12
	S
	S
	S
	S
	S
	S
	S

	13
	S
	S
	S
	S
	R
	S
	S

	14
	S
	S
	S
	S
	S
	S
	S

	15
	R
	S
	S
	R
	R
	R
	S

	16
	R
	R
	R
	R
	R
	R
	S

	17
	R
	S
	R
	R
	R
	R
	S

	18
	R
	S
	R
	R
	R
	R
	S

	19
	R
	S
	R
	R
	R
	R
	S

	20
	S
	S
	S
	R
	S
	S
	S

	21
	R
	S
	R
	R
	R
	R
	S

	22
	S
	S
	S
	R
	R
	R
	S

	23
	S
	S
	S
	R
	R
	S
	S

	24
	R
	S
	S
	R
	S
	S
	S

	25
	R
	S
	S
	S
	S
	S
	S

	26
	R
	S
	R
	R
	R
	R
	S

	27
	R
	S
	S
	S
	R
	R
	S

	28
	S
	S
	S
	S
	S
	S
	S

	29
	R
	S
	S
	R
	R
	R
	S

	30
	S
	S
	S
	S
	S
	S
	S

	31
	R
	S
	R
	R
	R
	R
	S

	32
	R
	S
	S
	S
	R
	S
	S

	33
	R
	R
	R
	R
	R
	R
	S

	34
	R
	S
	S
	S
	S
	S
	S

	35
	R
	S
	R
	R
	R
	S
	S

	36
	R
	S
	R
	R
	S
	S
	S

	37
	R
	S
	R
	S
	R
	R
	S

	38
	S
	S
	S
	S
	S
	S
	S

	39
	R
	S
	S
	R
	S
	S
	S

	40
	S
	S
	S
	R
	S
	S
	S

	41
	R
	S
	R
	R
	R
	R
	S

	42
	S
	S
	S
	S
	S
	S
	S

	43
	R
	S
	R
	R
	R
	R
	S

	44
	S
	S
	S
	S
	S
	S
	S

	45
	R
	S
	R
	R
	S
	R
	S

	46
	R
	S
	R
	R
	R
	R
	S

	47
	R
	R
	R
	R
	R
	R
	S

	48
	R
	S
	R
	R
	S
	R
	S

	49
	S
	S
	R
	S
	R
	R
	S

	50
	R
	S
	R
	R
	R
	S
	S

	51
	R
	S
	R
	R
	S
	S
	S

	52
	S
	S
	S
	S
	S
	S
	S

	53
	R
	S
	R
	R
	R
	R
	S

	54
	S
	S
	S
	S
	S
	R
	S

	55
	S
	S
	S
	R
	S
	R
	S

	56
	S
	S
	S
	S
	S
	R
	S

	57
	S
	S
	S
	S
	S
	S
	S

	58
	R
	S
	S
	S
	S
	S
	S

	59
	S
	S
	S
	S
	S
	S
	S

	60
	S
	S
	S
	S
	S
	S
	S

	61
	R
	S
	S
	S
	S
	S
	S

	62
	R
	S
	S
	R
	R
	R
	S

	63
	R
	S
	S
	R
	R
	R
	S

	64
	S
	S
	R
	S
	S
	S
	S

	65
	R
	S
	S
	S
	S
	S
	S

	66
	S
	S
	S
	S
	S
	S
	S

	67
	R
	S
	S
	R
	S
	R
	S

	68
	R
	S
	S
	R
	R
	R
	S

	69
	S
	S
	S
	S
	R
	S
	S

	70
	S
	S
	S
	S
	R
	S
	S

	71
	S
	S
	S
	S
	R
	S
	S

	72
	S
	S
	S
	S
	S
	S
	S

	73
	R
	S
	R
	R
	R
	R
	S

	74
	S
	S
	S
	S
	R
	S
	S

	75
	R
	S
	S
	S
	S
	S
	S

	76
	S
	S
	S
	S
	S
	S
	S

	77
	R
	S
	R
	R
	R
	R
	S

	78
	R
	S
	S
	R
	R
	R
	S

	79
	R
	S
	S
	R
	R
	R
	S

	80
	S
	S
	S
	S
	R
	S
	S

	81
	S
	S
	S
	R
	R
	R
	S

	82
	S
	S
	S
	S
	R
	S
	S

	83
	R
	S
	R
	R
	R
	R
	S

	84
	S
	S
	S
	S
	S
	S
	S

	85
	R
	S
	S
	S
	S
	S
	S

	86
	R
	S
	S
	R
	R
	R
	S

	87
	S
	S
	S
	R
	S
	S
	S

	88
	R
	R
	R
	R
	R
	R
	S

	89
	S
	S
	S
	R
	S
	S
	S

	90
	R
	S
	S
	R
	R
	R
	R

	91
	S
	S
	S
	S
	R
	S
	S

	92
	S
	S
	S
	R
	S
	S
	S

	93
	R
	S
	R
	R
	R
	R
	S

	94
	R
	S
	R
	R
	R
	R
	S

	95
	R
	S
	S
	S
	S
	S
	S

	96
	S
	S
	R
	R
	R
	R
	S

	97
	R
	S
	S
	S
	R
	S
	S

	98
	R
	R
	R
	R
	R
	R
	S

	99
	R
	R
	R
	R
	R
	R
	S

	100
	R
	R
	R
	R
	R
	S
	S

	101
	S
	S
	S
	S
	S
	S
	S

	102
	S
	S
	S
	S
	S
	S
	S

	103
	R
	R
	R
	R
	R
	S
	S

	104
	R
	S
	R
	R
	R
	S
	S

	105
	R
	R
	R
	R
	R
	R
	S

	106
	R
	S
	S
	R
	R
	R
	S

	107
	R
	S
	S
	S
	R
	R
	S

	108
	R
	S
	S
	R
	R
	R
	S

	109
	S
	S
	S
	S
	S
	S
	S

	110
	S
	S
	S
	S
	S
	S
	S

	111
	S
	S
	S
	S
	R
	S
	S

	112
	S
	S
	S
	S
	R
	R
	S

	113
	S
	S
	S
	S
	S
	S
	S

	114
	R
	S
	S
	R
	R
	S
	S

	115
	R
	S
	S
	R
	R
	S
	S

	116
	R
	S
	S
	S
	S
	S
	S

	117
	R
	S
	S
	R
	R
	R
	S

	118
	R
	R
	R
	R
	R
	R
	S

	119
	R
	S
	S
	R
	S
	S
	S

	120
	S
	S
	S
	R
	S
	S
	S

	121
	R
	R
	R
	R
	R
	R
	S

	122
	S
	S
	S
	S
	R
	S
	S

	123
	S
	S
	S
	R
	R
	S
	S

	124
	S
	S
	S
	S
	S
	S
	S

	125
	R
	S
	S
	S
	R
	R
	S

	126
	R
	S
	R
	R
	R
	R
	S

	127
	R
	S
	R
	R
	R
	R
	S

	128
	R
	R
	R
	R
	R
	R
	S

	129
	R
	S
	S
	R
	R
	R
	S

	130
	R
	S
	S
	S
	R
	R
	S

	131
	R
	S
	S
	S
	S
	S
	S

	132
	S
	S
	S
	S
	R
	S
	S

	133
	R
	S
	S
	R
	S
	S
	S

	134
	R
	S
	S
	S
	S
	S
	S

	135
	S
	S
	S
	S
	R
	S
	S

	136
	S
	S
	S
	S
	S
	S
	S

	137
	R
	S
	S
	R
	R
	R
	S

	138
	R
	S
	R
	R
	R
	R
	S

	139
	R
	R
	R
	R
	R
	R
	S

	140
	S
	S
	R
	S
	R
	R
	S

	141
	S
	S
	S
	S
	S
	S
	S

	142
	R
	S
	R
	R
	R
	R
	S

	143
	R
	S
	S
	S
	R
	R
	S

	144
	R
	S
	R
	R
	R
	R
	S

	145
	R
	S
	R
	R
	R
	R
	S

	146
	R
	S
	S
	S
	S
	S
	S

	147
	S
	S
	S
	S
	S
	S
	S

	148
	R
	S
	R
	R
	R
	R
	S

	149
	R
	S
	S
	R
	R
	R
	S

	150
	S
	S
	S
	S
	S
	S
	S

	151
	S
	S
	S
	S
	S
	S
	S

	152
	R
	S
	R
	R
	R
	R
	S

	153
	S
	S
	S
	S
	S
	S
	S

	154
	R
	S
	R
	R
	R
	R
	S

	155
	S
	S
	S
	S
	S
	S
	S

	156
	S
	S
	R
	S
	R
	R
	S

	157
	S
	S
	S
	R
	S
	S
	S

	158
	R
	S
	R
	R
	R
	R
	S

	159
	S
	S
	S
	S
	R
	S
	S

	160
	S
	S
	S
	S
	S
	S
	S

	161
	S
	S
	R
	S
	R
	R
	S

	162
	S
	S
	S
	S
	R
	S
	S

	163
	S
	S
	S
	S
	R
	S
	S

	164
	R
	R
	R
	R
	R
	R
	S

	165
	R
	S
	R
	R
	R
	R
	S

	166
	S
	S
	S
	S
	S
	S
	S

	167
	R
	S
	S
	R
	R
	R
	S

	168
	S
	S
	S
	S
	S
	S
	S

	169
	S
	S
	R
	S
	R
	R
	S

	170
	R
	S
	S
	R
	R
	R
	S

	171
	S
	S
	R
	S
	R
	R
	S

	172
	R
	R
	R
	R
	S
	S
	S

	173
	R
	S
	R
	R
	R
	R
	S

	174
	R
	S
	S
	S
	R
	S
	S

	175
	S
	S
	S
	S
	S
	S
	S

	176
	S
	S
	S
	S
	S
	S
	S

	177
	S
	S
	S
	R
	R
	R
	S

	178
	S
	S
	S
	R
	R
	R
	S

	179
	S
	S
	S
	S
	S
	S
	S

	180
	R
	S
	R
	R
	R
	R
	S

	181
	R
	S
	S
	S
	S
	S
	S

	182
	S
	S
	S
	S
	S
	S
	S

	183
	S
	S
	S
	S
	S
	S
	S

	184
	S
	S
	S
	S
	S
	S
	S
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Figure S2. The gel electrophoresis display of tested genes (A) exoU (B) pilA (C) toxA (D) plcH (E) aprA (F) phzS (M: marker, pos: positive control, neg: negtive control, 1: clinical strain 1, 2: clinical strain 2, 3: clinical strain 3, 4: clinical strain 4, 5: clinical strain 5, 6: clinical strain 6, 7: clinical strain 7).

Table S2. The Spearman's rank correlation coefficient for the particular genes pair regarding drug susceptibility profiles of Pseudomonas aeruginosa strains in the study (types of correlation: r > 0 positive correlation, r = 0 lack of correlation, r < 0 negative correlation; the strength of relation: <0.2 - lack of relation, 0.2-0.4 - weak, 0.4-0.7 -moderate, 0.7-0.9 - quite strong >0.9 - very strong).

	MDS (n=94)
	phzS
	aprA
	plcH
	toxA
	pilA
	exoU

	phzS
	1.000
	0.492**
	0.251*
	0.087
	-0.046
	0.084

	aprA
	0.492**
	1.000
	0.285**
	-0.069
	-0.129
	0.042

	plcH
	0.251*
	0.285**
	1.000
	0.098
	-0.113
	0.146

	toxA
	0.087
	-0.069
	0.098
	1.000
	0.491**
	0.067

	pilA
	-0.046
	-0.129
	-0.113
	0.491**
	1.000
	-0.134

	exoU
	0.084
	0.042
	0.146
	0.067
	-0.134
	1.000



	MDR (n=90)
	toxA
	pilA
	exoU

	toxA
	1.000
	0.182
	0.182

	pilA
	0.182
	1.000
	0.182

	exoU
	0.182
	0.182
	1.000



	MDS + MDR (n=184)
	phzS
	aprA
	plcH
	toxA
	pilA
	exoU

	phzS
	1.000
	0.496**
	0.277**
	0.102
	-0.028
	0.063

	aprA
	0.496**
	1.000
	0.293**
	-0.039
	-0.089
	0.031

	plcH
	0.277**
	0.293**
	1.000
	-0.077
	-0.071
	0.107

	toxA
	0.102
	-0.039
	-0.077
	1.000
	0.357**
	-0.033

	pilA
	-0.028
	-0.089
	-0.071
	0.357**
	1.000
	-0.074

	exoU
	0.063
	0.031
	0.107
	-0.033
	-0.074
	1.000
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Figure S3. Representative photos of the results of the biofilm formation assay (ODC: wells only containing LB broth without bacteria, 1-31: wells containing bacteria of clinical strains 1-31, each strain was replicated in three wells. The darker the color is, the stronger the biofilm formation ability of the clinical strain will be; conversely, the lighter the color, the weaker such ability).


Table S3. The results of biofilm formation ability of Pseudomonas aeruginosa strains in the study 
	Biofilm formation ability
	MDS (n=94)
	MDR (n=90)

	Strong biofilm-formation
	16 (17.0%)
	33 (36.7%)

	Non strong biofilm-formation
	78 (83.0%)
	57 (63.3%)
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