Supplementary Material 5 – List of previously described non-HRC STs, showing the genotypic and phenotypic characteristics observed in this study and their reports in the literature or in PubMLST database.  
	ST
	Characteristics in this study (Sample ID / Patient Number)
	Reports in the Literature / PubMLST
	References

	1284
	ID: 44763 (P35) 
TI: Intermittent
RP: MDR
Virulotype: 1
	First reported in Brazil in 2017, from an XDR strain carrying blaVIM-7, blaOXA-2, and blaOXA-46, and virulence genes encoding hemolytic phospholipase C, ExoS, exotoxin A, and an elastase. It was isolated from a patient with ventilator-associated pneumonia (VAP) who died due to septic shock and multiple organ failure. Also detected in ICUs of a reference hospital in the state of Pará in 2012 and 2013, in exoU+ and ModR strains.
	(71), (39)

	
	ID: 45400 (P42)
TI: Chronic
RP: ModR
Virulotype: 2
	
	

	2603
	ID: 46619 (P34)
TI: Intermittent
RP: MultiS
Virulotype: 1
	Emerged from a mutation in the aroE allele and was first detected in a rectal surveillance swab from a patient at a reference hospital in the state of Pará, in an exoU+ strain with a MultiS phenotype.
	(39)

	9
	ID: 46616 (P05)
TI: Chronic
RP: MultiS
Virulotype: 2
	Described in carbapenems resistant P. aeruginosa strains in clinical isolates from the Fiji archipelago, in New Zealand.
	(72)

	109
	ID: 44369 (P13)
TI: Intermittent
RP: MultiS
Virulotype: 1
	Reported as one of the most frequent in patients with bronchiectasis presenting resistance to ciprofloxacin.
	(73)

	252
	ID: 45396 (P14)
TI: Intermittent
RP: MDR
Virulotype: 2
	Reported in association with MDR P. aeruginosa clinical isolates, resistant to imipenem and to ceftolozane/tazobactam.
	(74)

	273
	ID: 45977 (P08)
TI: Intermittent
RP: MultiS
Virulotype: 1
	Highly prevalent in Poland and associated with P. aeruginosa strains producing VIM- and IMP-like metallo-β-lactamases.
	(75)

	900
	ID: 49791 (P39)
TI: Chronic
RP: MDR
Virulotype: 2
	Reported in environmental isolates with resistance to antimicrobials and heavy metals, showing non-synonymous mutations in key determinants of antimicrobial resistance. This suggests that ST900 is not only potentially pathogenic but also prone to acquiring additional resistance genes
	(76)

	2140
	ID: 45642 (P04)
TI: Chronic
RP: ModR
Virulotype: 2
	One isolate in Haiti in 2014 from a soft tissue infection and one isolate of unknown origin.
	(43)


	
	ID: 44823 (P26)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	
	ID: 45021 (P26)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	
	ID: 46615 (P26)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	
	ID: 47810 (P26)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	
	ID: 45641 (P29)
TI: Chronic
RP: ModR
Virulotype: 2
	
	

	4256
	ID: 45397 (P21)
TI: Chronic
RP: MultiS
Virulotype: 2
	A single isolate in China in 2019.
	(43)

	
	ID: 46614 (P21)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	
	ID: 46228 (P22)
TI: Chronic
RP: MultiS
Virulotype: 1
	
	

	1685
	ID: 47243 (P35)
TI: Intermittent
RP: MultiS
Virulotype: 1
	A single isolate in China in 2010.
	(43)

	2021
	ID: 47311 (P17)
TI: Intermittent
RP: ModR
Virulotype: 1
	One isolate in the United States in 1992 and one isolate of unknown origin.
	(43)

	
	ID: 48759 (P22)
TI: Chronic
RP: MultiS
Virulotype: 2
	
	

	3090
	ID: 45976 (P20)
TI: Chronic
RP: MultiS
Virulotype: 2
	One isolate in the United States in 2017 from a bloodstream infection.
	(43)

	569
	ID: 47246 (P31)
TI: Chronic
RP: MultiS
Virulotype: 1
	Five isolates: one in Australia in 2008 from sputum, one in the Netherlands in 2007 (also from sputum), one in the Central African Republic in 2011, and two of unknown origin.
	(43)

	256
	ID: 46224 (P02)
TI: Chronic
RP: ModR
Virulotype: 1
	Two isolates in Canada from sputum, two isolates in Australia (one from water and one from a bronchial wash), one in the Czech Republic from blood, one in Japan from another source, and two of unknown origin.
	(43)

	2069
	ID: 47310 (P22)
TI: Chronic
RP: MultiS
Virulotype: 1
	Two isolates in Vietnam in 2014, and two of unknown origin.
	(43)

	1490
		



	ID: 46221 (P01)
TI: Intermittent
RP: MultiS
Virulotype: 2



	One isolate in the Central African Republic in 2003.
	(43)

	2747
	ID: 46219 (P30)
TI: Intermittent
RP: MultiS
Virulotype: 1
	One isolate in Italy from a bronchial wash in 2013.
	(43)

	2476
		



	ID: 46620 (P10)
TI: Chronic
RP: MDR
Virulotype: 1



	One isolate in Estonia in 2013 from a soft tissue infection and one isolate of unknown origin.
	(43)

	
	ID: 47815 (P10)
TI: Chronic
RP: MDR
Virulotype: 2
	
	

	
	ID: 47816 (P10)
TI: Chronic
RP: MDR
Virulotype: 2
	
	

	3118
	ID: 47817 (P04)
TI: Chronic
RP: MDR
Virulotype: 2
	1 isolate in Iran in 2017 from sputum.
	(43)

	
	ID: 46618 (P04)
TI: Chronic
RP: MultiS
Virulotype: 2
	
	

	
	ID: 44370 (P04)
TI: Chronic
RP: ModR
Virulotype: 3
	
	



Legend: ST: Sequence type; ID: Sample identification; P: Patient; TI: Type of infection; RP: Resistance pattern (MultiS: Multi susceptive; ModR: Moderate resistant; MDR: Multidrug resistant) Virulotypes: V1: exoS (+); exoU (+); exoT (+); exoY (+); algD (+); algU (+); V2: exoS (+); exoU (-); exoT (+); exoY (+); algD (+); algU (+); V3: exoS (+); exoU (-); exoT (-); exoY (+); algD (+); algU (+).  The full details of each sample and/or patient can be found in Supplementary Material 1.


