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	Strict
	marA
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump, General Bacterial Porin with reduced permeability to beta-lactams
	fluoroquinolone antibiotic, monobactam, carbapenem, cephalosporin, glycylcycline, cephamycin, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, penem, disinfecting agents and antiseptics
	antibiotic efflux, reduced permeability to antibiotic
	91.2
	100

	Strict
	Shigella flexneri acrA
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, cephalosporin, glycylcycline, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, disinfecting agents and antiseptics
	antibiotic efflux
	84.96
	100.5

	Strict
	adeF
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, tetracycline antibiotic
	antibiotic efflux
	42.19
	98.96

	Strict
	msbA
	
	protein homolog model
	ATP-binding cassette (ABC) antibiotic efflux pump
	nitroimidazole antibiotic
	antibiotic efflux
	92.27
	100

	Strict
	adeF
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, tetracycline antibiotic
	antibiotic efflux
	41.83
	97.92

	Strict
	oqxA
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, glycylcycline, tetracycline antibiotic, diaminopyrimidine antibiotic, nitrofuran antibiotic
	antibiotic efflux
	92.58
	100

	Strict
	adeF
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, tetracycline antibiotic
	antibiotic efflux
	61.06
	99.15

	Strict
	LptD
	
	protein homolog model
	ATP-binding cassette (ABC) antibiotic efflux pump
	carbapenem, peptide antibiotic, aminocoumarin antibiotic, rifamycin antibiotic
	antibiotic efflux
	92.84
	101.02

	Strict
	leuO
	
	protein homolog model
	major facilitator superfamily (MFS) antibiotic efflux pump
	nucleoside antibiotic, disinfecting agents and antiseptics
	antibiotic efflux
	80.46
	100.64

	Strict
	ArnT
	
	protein homolog model
	pmr phosphoethanolamine transferase
	peptide antibiotic
	antibiotic target alteration
	89.84
	100

	Strict
	eptB
	
	protein homolog model
	pmr phosphoethanolamine transferase
	peptide antibiotic
	antibiotic target alteration
	91.34
	98.08

	Strict
	CRP
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	macrolide antibiotic, fluoroquinolone antibiotic, penam
	antibiotic efflux
	99.05
	100

	Strict
	H-NS
	
	protein homolog model
	major facilitator superfamily (MFS) antibiotic efflux pump, resistance-nodulation-cell division (RND) antibiotic efflux pump
	macrolide antibiotic, fluoroquinolone antibiotic, cephalosporin, cephamycin, penam, tetracycline antibiotic
	antibiotic efflux
	93.33
	98.54

	Strict
	vanG
	
	protein homolog model
	glycopeptide resistance gene cluster, Van ligase
	glycopeptide antibiotic
	antibiotic target alteration
	39.04
	104.58

	Strict
	Klebsiella pneumoniae KpnH
	
	protein homolog model
	major facilitator superfamily (MFS) antibiotic efflux pump
	macrolide antibiotic, fluoroquinolone antibiotic, aminoglycoside antibiotic, carbapenem, cephalosporin, penam, peptide antibiotic, penem
	antibiotic efflux
	94.34
	100

	Strict
	Klebsiella pneumoniae KpnG
	
	protein homolog model
	major facilitator superfamily (MFS) antibiotic efflux pump
	macrolide antibiotic, fluoroquinolone antibiotic, aminoglycoside antibiotic, carbapenem, cephalosporin, penam, peptide antibiotic, penem
	antibiotic efflux
	93.85
	100

	Strict
	emrR
	
	protein homolog model
	major facilitator superfamily (MFS) antibiotic efflux pump
	fluoroquinolone antibiotic
	antibiotic efflux
	93.57
	100

	Strict
	Klebsiella pneumoniae KpnE
	
	protein homolog model
	small multidrug resistance (SMR) antibiotic efflux pump
	macrolide antibiotic, aminoglycoside antibiotic, cephalosporin, tetracycline antibiotic, peptide antibiotic, rifamycin antibiotic, disinfecting agents and antiseptics
	antibiotic efflux
	85
	100

	Strict
	Klebsiella pneumoniae KpnF
	
	protein homolog model
	small multidrug resistance (SMR) antibiotic efflux pump
	macrolide antibiotic, aminoglycoside antibiotic, cephalosporin, tetracycline antibiotic, peptide antibiotic, rifamycin antibiotic, disinfecting agents and antiseptics
	antibiotic efflux
	92.66
	100

	Strict
	rsmA
	
	protein homolog model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, diaminopyrimidine antibiotic, phenicol antibiotic
	antibiotic efflux
	85.25
	100

	Strict
	qacG
	
	protein homolog model
	small multidrug resistance (SMR) antibiotic efflux pump
	disinfecting agents and antiseptics
	antibiotic efflux
	38.61
	101.87

	Strict
	fosA5
	
	protein homolog model
	fosfomycin thiol transferase
	fluoroquinolone antibiotic, aminoglycoside antibiotic, phosphonic acid antibiotic
	antibiotic inactivation
	95.68
	100

	Strict
	Escherichia coli parE conferring resistance to fluoroquinolones
	D476N
	protein variant model
	fluoroquinolone resistant parE
	fluoroquinolone antibiotic
	antibiotic target alteration
	94.6
	100.16

	Strict
	Haemophilus influenzae PBP3 conferring resistance to beta-lactam antibiotics
	D350N, S357N
	protein variant model
	Penicillin-binding protein mutations conferring resistance to beta-lactam antibiotics
	cephalosporin, cephamycin, penam
	antibiotic target alteration
	52.02
	96.39

	Strict
	Escherichia coli UhpT with mutation conferring resistance to fosfomycin
	E350Q
	protein variant model
	antibiotic-resistant UhpT
	phosphonic acid antibiotic
	antibiotic target alteration
	94.82
	100

	
	
	
	
	
	
	
	
	

	Strict
	Escherichia coli AcrAB-TolC with MarR mutations conferring resistance to ciprofloxacin and tetracycline
	S3N
	protein overexpression model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	fluoroquinolone antibiotic, cephalosporin, glycylcycline, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, disinfecting agents and antiseptics
	antibiotic target alteration, antibiotic efflux
	80.56
	100

	Strict
	baeR
	
	protein overexpression model
	resistance-nodulation-cell division (RND) antibiotic efflux pump
	aminoglycoside antibiotic, aminocoumarin antibiotic
	antibiotic efflux
	93.75
	100

	Strict
	Escherichia coli soxS with mutation conferring antibiotic resistance
	
	protein overexpression model
	ATP-binding cassette (ABC) antibiotic efflux pump, major facilitator superfamily (MFS) antibiotic efflux pump, resistance-nodulation-cell division (RND) antibiotic efflux pump, General Bacterial Porin with reduced permeability to beta-lactams
	fluoroquinolone antibiotic, monobactam, carbapenem, cephalosporin, glycylcycline, cephamycin, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, penem, disinfecting agents and antiseptics
	antibiotic target alteration, antibiotic efflux, reduced permeability to antibiotic
	91.59
	101.87
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Strict  marA   protein  homolog  model  resistan ce - nodulati on - cell  division  (RND)  antibioti c efflux  pump,  General  Bacteria l Porin  with  reduced  permeab ility to  beta - lactams  fluoroquin olone   antibiotic,  monobacta m,  carbapene m,  cephalospo rin,  glycylcycli ne,  cephamyci n, penam,  tetracyclin e  antibiotic,  rifamycin  antibiotic,  phenicol  antibiotic,  penem,  disinfectin g agents  and  antiseptics  antibiotic  efflux,  reduced  permeabilit y to  antibiotic  91.2  100  

Strict  Shigel la  flexne ri  acrA   protein  homolog  model  resistan ce - nodulati on - cell  division  (RND)  antibioti c efflux fluoroquin olone  antibiotic,  cephalospo rin,  glycylcycli ne, penam,  tetracyclinantibiotic  efflux  84.96  100.5  

