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Phylum Class

Order

Genus Species

Family

Lactobacillales

Bacillales

Xanthomonadales

Rhizobiales

Myxococcales

Bacteroidales

Campylobacterales

Erysipelotrichales

Desulfovibrionales

Sphingomonadales

Fusobacteriales

Actinomycetales

Burkholderiales

Coriobacteriales

Selenomonadales

Bifidobacteriales
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Ruminococcaceae

Carnobacteriaceae

Xanthomonadaceae

Polyangiaceae

Moraxellaceae

Bradyrhizobiaceae

Alcaligenaceae

Oxalobacteraceae

Bacillales

Bacteroidaceae

Burkholderiaceae

Micrococcaceae

Comamonadaceae

Campylobacteraceae

Erysipelotrichaceae

Aerococcaceae

Desulfovibrionaceae

Sphingomonadaceae

Propionibacteriaceae

Clostridiaceae

Acidaminococcaceae

Fusobacteriaceae

Family_I

Sutterellaceae

Leuconostocaceae

Peptostreptococcaceae

Corynebacteriaceae

Actinomycetaceae

Veillonellaceae

Coriobacteriaceae

Bifidobacteriaceae
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Clostridium_IV
Mogibacterium
Granulicatella

Staphylococcus
Flavonifractor

Salmonella
Pseudoflavonifractor

Lactococcus
Stenotrophomonas

Psychrobacter
Pediococcus

Oligella
Novosphingobium

Proteus
Scardovia

Oxalobacter
Selenomonas

Clostridium_XlVb
Faecalicoccus

Gemella
Anaerotruncus

Bacteroides
Rothia

Pelomonas
Elizabethkingia

Catenibacterium
Campylobacter

Burkholderia
Holdemania
Abiotrophia

Solobacterium
Eggerthella

Tessaracoccus
Sphingomonas

Cryptobacterium
Turicibacter

Gordonibacter
Roseburia

Parvimonas
Bilophila

Clostridium_sensu_stricto
Dialister
Blautia

Clostridium_XlVa
Phascolarctobacterium

Faecalibacterium
Collinsella

Fusobacterium
GpI

Weissella
Parasutterella

Atopobium
Saccharibacteria
Corynebacterium

Lachnospiracea_incertae_sedis
Romboutsia

Veillonella
Actinomyces

Bifidobacterium
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Granulicatella_adiacens
Coprococcus_eutactus

Staphylococcus_aureus
Flavonifractor_plautii
Salmonella_enterica

Pseudoflavonifractor_capillosus
Stenotrophomonas_maltophilia

Psychrobacter_ciconiae
Prevotella_disiens

Phascolarctobacterium_succinatutens
Pediococcus_pentosaceus

Olsenella_uli
Oligella_ureolytica

Lactobacillus_plantarum
Proteus_vulgaris

Scardovia_wiggsiae
Selenomonas_noxia

Clostridium_lactatifermentans
Eubacterium_coprostanoligenes

Ruminococcus_callidus
Lactococcus_garvieae

Rothia_aeria
Parabacteroides_goldsteinii

Bacteroides_dorei
Gemella_sanguinis

Obesumbacterium_proteus
Anaerotruncus_colihominis

Bacteroides_vulgatus
Bacteroides_uniformis

Oscillibacter_ruminantium
Streptococcus_mutans

Parabacteroides_distasonis
Bifidobacterium_breve

Bacteroides_faecichinchillae
Rothia_mucilaginosa
Bacteroides_ovatus

Pelomonas_aquatica
Lactobacillus_paracasei
Elizabethkingia_miricola

Catenibacterium_mitsuokai
Campylobacter_hominis

Streptococcus_constellatus
Bacteroides_stercoris

Fusobacterium_varium
Clostridium_disporicum

Holdemania_filiformis
Clostridium_bolteae

Eubacterium_sulci
Abiotrophia_defectiva

Dialister_invisus
Solobacterium_moorei

Clostridium_leptum
Eggerthella_lenta

Clostridium_nexile
Tessaracoccus_lapidicaptus

Sphingomonas_oligophenolica
Cryptobacterium_curtum

Turicibacter_sanguinis
Gordonibacter_pamelaeae

Parvimonas_micra
Bilophila_wadsworthia
Eubacterium_eligens

Ruminococcus_gnavus
Ruminococcus_torques
Roseburia_inulinivorans

Fusobacterium_nucleatum
Faecalibacterium_prausnitzii

Blautia_wexlerae
Clostridium_aldenense
Collinsella_aerofaciens
Eubacterium_uniforme

Weissella_confusa
Parasutterella_excrementihominis

Phascolarctobacterium_faecium
Corynebacterium_durum

TM7_phylum
Romboutsia_sedimentorum

Atopobium_rimae
Actinomyces_johnsonii

Actinomyces_graevenitzii
Veillonella_dispar

Actinomyces_odontolyticus
Bifidobacterium_longum

Bifidobacterium_catenulatum
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