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	Taxonomy
	Group
	LDA
	Pvalue

	f__Peptostreptococcaceae.g__Romboutsia
	Y
	4.353340707
	0.0000287005677278

	f__Peptostreptococcaceae
	Y
	4.549866025
	0.002354873

	f__Acidaminococcaceae.g__Phascolarctobacterium.s__uncultured_Phascolarctobacterium_sp_
	Y
	2.281405471
	0.003251514

	f__Clostridiaceae_1
	Y
	4.352878051
	0.006559574

	f__Lachnospiraceae.g__Lachnospiracea_incertae_sedis.s__Eubacterium_eligens_ATCC_27750
	Y
	3.265118126
	0.008031463

	f__Comamonadaceae.g__Acidovorax
	N
	3.045434384
	0.010070478

	f__Comamonadaceae.g__Curvibacter
	N
	3.669147515
	0.011552759

	f__Peptostreptococcaceae.g__Peptostreptococcus.s__Peptostreptococcus_russellii
	N
	4.245230968
	0.011552759

	f__Erysipelotrichaceae.g__Turicibacter
	Y
	3.523711872
	0.01237538

	f__Oxalobacteraceae.g__Oxalobacter
	Y
	2.358305709
	0.014837933

	f__Bacteroidaceae.g__Bacteroides.s__Bacteroides_salyersiae
	Y
	4.084225592
	0.01521463

	f__Ruminococcaceae.g__Anaerofilum.s__uncultured_bacterium
	Y
	2.156044425
	0.015266209

	f__Clostridiaceae_1.g__Clostridium_sensu_stricto
	Y
	4.346232367
	0.015456447

	f__Lachnospiraceae.g__Lachnospiracea_incertae_sedis.s__Eubacterium_ramulus
	Y
	3.668332812
	0.016630528

	f__Ruminococcaceae.g__Ruminococcus.s__Ruminococcus_bromii
	Y
	4.735490224
	0.018474728

	f__Ruminococcaceae.g__Oscillibacter.s__uncultured_Oscillospiraceae_bacterium
	Y
	2.56156771
	0.024794038

	k__Bacteria.p__Bacteroidetes.c__Sphingobacteriia
	Y
	3.462299496
	0.025189851

	k__Bacteria.p__Bacteroidetes.c__Sphingobacteriia.o__Sphingobacteriales
	Y
	3.484299009
	0.025189851

	f__Lachnospiraceae.g__Anaerostipes.s__Anaerostipes_caccae
	Y
	2.979851806
	0.02560126

	f__Ruminococcaceae.g__Clostridium_IV.s__uncultured_Clostridiaceae_bacterium
	Y
	3.568050445
	0.029854073

	f__Ruminococcaceae.g__Anaerobacterium.s__uncultured_bacterium
	N
	4.154595386
	0.034883498

	f__Porphyromonadaceae.g__Parabacteroides.s__Parabacteroides_gordonii
	Y
	2.732421961
	0.037992986

	f__Lachnospiraceae.g__Clostridium_XlVa
	Y
	4.162045623
	0.038096916

	f__Peptoniphilaceae.g__Peptoniphilus.s__Peptoniphilus_lacrimalis
	N
	2.993390689
	0.039028421

	f__Lachnospiraceae.g__Dorea
	Y
	4.541521639
	0.039184748

	f__Ruminococcaceae.g__Hydrogenoanaerobacterium
	N
	2.185749338
	0.040576244

	f__Ruminococcaceae.g__Hydrogenoanaerobacterium.s__uncultured_bacterium
	N
	2.206484311
	0.040576244

	f__Clostridiales_Incertae_Sedis_XI.g__Parvimonas.s__uncultured_bacterium
	Y
	4.016313502
	0.041233658

	f__Ruminococcaceae.g__Anaerofilum.s__uncultured_Ruminococcaceae_bacterium
	Y
	2.186066243
	0.041233658

	f__Christensenellaceae.g__Christensenella.s__Christensenella_minuta
	Y
	2.658808439
	0.042584421

	f__Erysipelotrichaceae.g__Holdemania.s__uncultured_bacterium
	Y
	2.693252936
	0.04355207

	f__Ruminococcaceae.g__Ruminococcus
	Y
	4.730059801
	0.047720805

	f__Bacteroidaceae.g__Bacteroides.s__Bacteroides_stercoris
	Y
	4.389294067
	0.048168216

	f__Coriobacteriaceae.g__Paraeggerthella.s__Paraeggerthella_hongkongensis
	Y
	3.100252249
	0.04950918

	f__Clostridiales_Incertae_Sedis_XIII
	Y
	4.100990419
	0.049989363





