Table 1 Molecular typing results of superstrong biofilm-producing MRSA
	Strain
	Biofilma
	Invasionb
	MLST CC
	MLST ST
	Spa

	MRSA-4
	2.500
	2.97%
	CC59
	59
	t437

	MRSA-13
	0.660
	1.63%
	CC59
	59
	t437

	MRSA-14
	0.773
	2.40%
	CC5
	5
	t2460

	MRSA-16
	0.626
	10.67%
	CC1
	188
	t189

	MRSA-17
	0.603
	28.47%
	CC45
	45
	t1081

	MRSA-77
	0.438
	0.21%
	CC22
	22
	t1977

	MRSA-82
	0.500
	4.57%
	CC59
	59
	t437

	MRSA-95
	0.648
	1.03%
	CC59
	59
	t437

	MRSA-127
	0.539
	1%
	CC59
	59
	t437

	MRSA-144
	1.075
	16.90%
	CC8
	239
	t030

	MRSA-149
	1.052
	18.90%
	CC8
	239
	t030

	MRSA-150
	0.535
	23.33%
	CC5
	5
	t2460

	MRSA-196
	0.584
	18.63%
	CC5
	5
	t2460

	MRSA-198
	1.082
	16.70%
	CC8
	239
	t030

	MRSA-260
	0.489
	19.55%
	CC5
	5
	t1084

	MRSA-278
	0.900
	3.10%
	CC1
	2592
	t114

	MRSA-308
	0.476
	6.07%
	CC59
	59
	t437

	MRSA-310
	0.571
	6.20%
	CC1
	188
	t189

	MRSA-311
	0.702
	28.43%
	CC45
	45
	t1081

	MRSA-327
	0.534
	3%
	CC59
	59
	t437

	MRSA-343
	0.761
	0.07%
	CC59
	39
	t034

	MRSA-419
	0.876
	7.13%
	CC5
	5
	t2460

	MRSA-454
	0.856
	18%
	CC5
	5
	t2460

	MRSA-458
	0.866
	24%
	CC5
	5
	t2460

	MRSA-462
	0.694
	19.37%
	CC5
	5
	t2460

	MRSA-470
	0.605
	16.87%
	CC5
	5
	t2460

	MRSA-500
	0.568
	1.13%
	CC59
	59
	t437

	MRSA-526
	0.515
	16%
	CC5
	5
	t2460

	MRSA-547
	1.345
	1.97%
	CC59
	59
	t437

	MRSA-597
	0.420
	30%
	CC5
	5
	t2460

	MRSA-600
	0.462
	16.47%
	CC5
	5
	t2460

	MRSA-607
	0.446
	0.53%
	CC59
	59
	t437

	MRSA-609
	0.511
	20%
	CC5
	5
	t2460

	MRSA-610
	0.495
	23.33%
	CC5
	5
	t2460

	MRSA-611
	0.697
	17.53%
	CC5
	5
	t2460

	MRSA-612
	0.870
	12.67%
	CC5
	5
	t2460

	MRSA-613
	0.494
	14.23%
	CC5
	5
	t2460

	MRSA-614
	0.626
	16.23%
	CC5
	5
	t2460

	MRSA-615
	0.646
	17.10%
	CC5
	5
	t2460

	MRSA-618
	0.724
	3.63%
	CC5
	5
	t2460

	MRSA-622
	0.862
	22%
	CC5
	5
	t2460

	MRSA-627
	0.576
	26%
	CC5
	5
	t2460

	MRSA-629
	0.849
	2.53%
	-
	223
	t3622

	MRSA-630
	0.535
	13.57%
	CC5
	5
	t2460

	MRSA-660
	1.101
	16.47%
	CC8
	239
	t030

	MRSA-681
	0.938
	14.70%
	CC8
	239
	t030

	MRSA-689
	1.801
	4.43%
	CC59
	59
	t437

	MRSA-707
	0.675
	19.13%
	CC5
	5
	t2460

	MRSA-732
	0.616
	20.90%
	CC5
	5
	t2460

	MRSA-760
	1.359
	26.47%
	CC5
	5
	t2460

	MRSA-799
	0.688
	17.53%
	CC5
	5
	t2460

	MRSA-820
	0.615
	6.30%
	-
	7
	t091

	MRSA-843
	0.511
	26%
	CC5
	5
	t2460

	MRSA-848
	0.510
	4.33%
	CC5
	5
	t2460

	MRSA-868
	0.749
	24%
	CC5
	5
	t2460

	MRSA-882
	0.584
	5%
	CC59
	59
	t437

	MRSA-898
	1.063
	13.77%
	-
	39
	t034

	MRSA-935
	0.759
	28.90%
	CC5
	5
	t2460

	MRSA-938
	1.573
	27.10%
	CC5
	5
	t2460

	MRSA-954
	1.162
	6.27%
	-
	223
	t3622

	MRSA-964
	1.098
	14%
	CC8
	239
	t030

	MRSA-969
	1.113
	21.57%
	CC8
	239
	t030

	MRSA-982
	0.959
	14%
	CC8
	239
	t030

	MRSA-1000
	0.699
	4.23%
	CC8
	630
	t377

	MRSA-1001
	0.467
	30%
	CC5
	5
	t2460

	MRSA-1007
	0.617
	17%
	-
	59
	t437

	MRSA-1008
	0.801
	24.90%
	CC5
	5
	t2460

	MRSA-1025
	0.902
	5.80%
	CC121
	121
	-

	MRSA-1052
	1.027
	4.37%
	-
	59
	t437

	MRSA-1066
	0.528
	22%
	CC5
	5
	t2460


a Biofilm formation capacity was measured by the absorbance at 620 nm (OD). 
[bookmark: OLE_LINK2]b Cell invasion ability was expressed as the ratio of the number of bacteria internalized by A549 cells to the initial bacterial count.

Table 2 Virulence gene detection results of superstrong biofilm-producing MRSA
	virulence genes
	Positive isolates
(% of 70)
	distributing in
	P value a

	
	
	Strong invasion
	Weak invasion
	

	[bookmark: _GoBack]icaA
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	icaD
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	icaB
	35.2% (25/70)
	36% (18/50)
	35% (7/20)
	0.937

	altA
	85.7% (60/70)
	84% (42/50)
	90% (18/20)
	0.409

	clfA
	91.4% (64/70)
	96% (48/50)
	80% (16/20)
	0.51

	clfB
	98.6% (69/70)
	100% (50/50)
	95% (19/20)
	0.286

	fnbA
	78.6% (55/70)
	92% (46/50)
	45% (9/20)
	<0.01

	fnbB
	97.1% (68/70)
	98% (49/50)
	95% (19/20)
	0.493

	fib
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	bap
	1.4% (1/70)
	2% (1/50)
	0 (0/20)
	0.714

	bbp
	2.9% (2/70)
	4% (2/50)
	0 (0/20)
	0.507

	cna
	24.3% (17/70)
	26% (13/50)
	20% (4/20)
	0.422

	eno
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	epbs
	98.6% (69/70)
	100% (50/50)
	95% (19/20)
	0.286

	sdrC
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	sdrD
	72.9% (51/70)
	86% (43/50)
	40% (8/20)
	<0.01

	sdrE
	82.9% (58/70)
	88% (44/50)
	70% (14/20)
	0.076

	efb
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	sasA
	35.2% (25/70)
	34% (17/50)
	40% (8/20)
	0.636

	sasC
	74.6% (53/70)
	86% (43/50)
	50% (10/20)
	<0.01

	sasG
	0 (0/70)
	0 (0/50)
	0 (0/20)
	-

	sasX
	0 (0/70)
	0 (0/50)
	0 (0/20)
	-

	isdA
	94.3% (67/70)
	98% (49/50)
	90% (18/20)
	0.194

	isdB
	94.3% (67/70)
	100% (50/50)
	85% (17/20)
	<0.05

	sea
	17.1% (12/70)
	22% (11/50)
	5% (1/20)
	0.082

	seb
	45.7% (32/70)
	56% (28/50)
	20% (4/20)
	<0.01

	sec
	45.7% (32/70)
	56% (28/50)
	20% (4/20)
	<0.01

	sed
	0 (0/70)
	0 (0/50)
	0 (0/20)
	-

	see
	0 (0/70)
	0 (0/50)
	0 (0/20)
	-

	tsst-1
	45.7% (32/70)
	56% (28/50)
	20% (4/20)
	<0.01

	pvl
	9.8% (7/70)
	4% (1/50)
	30% (6/20)
	<0.01

	lukM
	0 (0/70)
	0 (0/50)
	0 (0/20)
	-

	lukE-D
	82.9% (58/70)
	90% (45/50)
	65% (13/20)
	<0.05

	eta
	1.4% (1/70)
	2% (1/50)
	0 (0/20)
	0.714

	etb
	1.4% (1/70)
	2% (1/50)
	0 (0/20)
	0.714

	hla
	97.1% (68/70)
	98% (49/50)
	95% (19/20)
	0.493

	hlb
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	hld
	100% (70/70)
	100% (50/50)
	100% (20/20)
	-

	hlgA
	97.1% (68/70)
	98% (49/50)
	95% (19/20)
	0.493

	hlgB
	97.1% (68/70)
	98% (49/50)
	95% (19/20)
	0.493

	hlgC
	92.9% (65/70)
	94% (47/50)
	90% (18/20)
	0.444


a Comparison of the distribution frequencies of virulence genes in strong and weak invasion MRSA strains.

