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	Island ID
	Location
	Gene Start (bp)
	Gene End (bp)
	Strand
	NR Description

	GI01
	Chromosome
	1042787
	1041867
	-
	ABC transporter ATP-binding protein

	GI01
	Chromosome
	1043344
	1042802
	-
	hypothetical protein

	GI01
	Chromosome
	1044002
	1043313
	-
	YcaO-like family protein

	GI01
	Chromosome
	1045231
	1044053
	-
	IS256-like element IS1201 family transposase

	GI01
	Chromosome
	1046007
	1045360
	-
	YcaO-like family protein

	GI01
	Chromosome
	1046893
	1045997
	-
	hypothetical protein

	GI01
	Chromosome
	1047269
	1046898
	-
	Nitroreductase family protein

	GI01
	Chromosome
	1047736
	1047467
	-
	hypothetical protein

	GI01
	Chromosome
	1048049
	1047846
	-
	hypothetical protein

	GI01
	Chromosome
	1049166
	1051643
	+
	5'-nucleotidase C-terminal domain-containing protein

	GI01
	Chromosome
	1052924
	1051797
	-
	Transposase DDE domain protein

	GI01
	Chromosome
	1055132
	1053255
	-
	TerB N-terminal domain-containing protein

	GI01
	Chromosome
	1057678
	1055192
	-
	BREX-1 system phosphatase PglZ type A

	GI01
	Chromosome
	1058162
	1057842
	-
	hypothetical protein

	GI01
	Chromosome
	1061570
	1058163
	-
	ATP-binding protein

	GI01
	Chromosome
	1065195
	1061659
	-
	BREX-1 system adenine-specific DNA-methyltransferase PglX

	GI01
	Chromosome
	1069016
	1065282
	-
	BREX system P-loop protein BrxC

	GI01
	Chromosome
	1069625
	1069026
	-
	MULTISPECIES: DUF1788 domain-containing protein

	GI01
	Chromosome
	1070230
	1069625
	-
	MULTISPECIES: DUF1819 family protein

	GI01
	Chromosome
	1072315
	1070348
	-
	DUF262 domain-containing protein

	GI01
	Chromosome
	1072698
	1072507
	-
	hypothetical protein

	GI01
	Chromosome
	1072798
	1072670
	-
	hypothetical protein

	GI02
	Chromosome
	1103821
	1103186
	-
	MerR family transcriptional regulator

	GI02
	Chromosome
	1104150
	1103851
	-
	type II toxin-antitoxin system YoeB family toxin

	GI02
	Chromosome
	1105179
	1104679
	-
	hypothetical protein

	GI02
	Chromosome
	1105864
	1105562
	-
	type II toxin-antitoxin system YafQ family toxin

	GI02
	Chromosome
	1106186
	1105908
	-
	type II toxin-antitoxin system prevent-host-death family antitoxin

	GI02
	Chromosome
	1106659
	1106465
	-
	transposase

	GI02
	Chromosome
	1107081
	1106659
	-
	Integrase core domain protein

	GI02
	Chromosome
	1107752
	1107264
	-
	hypothetical protein

	GI03
	Chromosome
	1756914
	1756699
	-
	hypothetical protein

	GI03
	Chromosome
	1758002
	1757670
	-
	type II toxin-antitoxin system HicB family antitoxin

	GI03
	Chromosome
	1758250
	1757999
	-
	type II toxin-antitoxin system HicA family toxin

	GI03
	Chromosome
	1759388
	1758417
	-
	IS30 family transposase

	GI03
	Chromosome
	1760497
	1759451
	-
	IS30 family transposase

	GI03
	Chromosome
	1762465
	1760930
	-
	putative DNA binding domain-containing protein

	GI03
	Chromosome
	1763749
	1762724
	-
	ISLre2 family transposase

	GI04
	Chromosome
	1794667
	1794125
	-
	hypothetical protein

	GI04
	Chromosome
	1795537
	1794767
	-
	DUF4422 domain-containing protein

	GI04
	Chromosome
	1796046
	1797323
	+
	ISL3 family transposase

	GI04
	Chromosome
	1797635
	1797399
	-
	MULTISPECIES: transferase

	GI04
	Chromosome
	1799291
	1797840
	-
	flippase

	GI04
	Chromosome
	1800418
	1799288
	-
	hypothetical protein

	GI04
	Chromosome
	1801149
	1800436
	-
	acyltransferase

	GI04
	Chromosome
	1801874
	1801146
	-
	glycosyltransferase

	GI04
	Chromosome
	1802900
	1801875
	-
	glycosyltransferase

	GI04
	Chromosome
	1803951
	1802887
	-
	glycosyl transferase family 1

	GI04
	Chromosome
	1805960
	1803996
	-
	glycosyltransferase

	GI04
	Chromosome
	1806469
	1805969
	-
	glycosyltransferase

	GI04
	Chromosome
	1806931
	1806482
	-
	UDP-N-acetylglucosamine--LPS N-acetylglucosamine transferase

	GI05
	Chromosome
	1912460
	1912744
	+
	hypothetical protein

	GI05
	Chromosome
	1913119
	1913349
	+
	transposase

	GI05
	Chromosome
	1913438
	1913316
	-
	hypothetical protein

	GI05
	Chromosome
	1913534
	1914808
	+
	MFS transporter

	GI05
	Chromosome
	1914941
	1915792
	+
	Rgg/GadR/MutR family transcriptional regulator

	GI05
	Chromosome
	1917612
	1916791
	-
	transposase

	GI05
	Chromosome
	1917789
	1918043
	+
	hypothetical protein

	GI06
	Chromosome
	1926529
	1927440
	+
	hypothetical protein

	GI06
	Chromosome
	1927450
	1927803
	+
	hypothetical protein

	GI06
	Chromosome
	1928309
	1928782
	+
	MULTISPECIES: S-ribosylhomocysteine lyase

	GI06
	Chromosome
	1928936
	1931221
	+
	5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase

	GI06
	Chromosome
	1931199
	1932131
	+
	methylenetetrahydrofolate reductase

	GI06
	Chromosome
	1933302
	1932169
	-
	putative transposase

	GI06
	Chromosome
	1934542
	1933508
	-
	IS30 family transposase

	GI06
	Chromosome
	1934758
	1935834
	+
	guanine permease

	GI06
	Chromosome
	1935837
	1936394
	+
	MULTISPECIES: phosphoribosyltransferase family protein

	GI06
	Chromosome
	1936853
	1937851
	+
	transposase

	GI06
	Chromosome
	1938538
	1937996
	-
	biotin transporter BioY

	GI06
	Chromosome
	1939601
	1938612
	-
	MULTISPECIES: biotin--[acetyl-CoA-carboxylase] ligase

	GI06
	Chromosome
	1940407
	1939649
	-
	enoyl-ACP reductase FabI

	GI06
	Chromosome
	1941236
	1940466
	-
	carboxyltransferase subunit alpha

	GI06
	Chromosome
	1942071
	1941229
	-
	MULTISPECIES: acetyl-CoA carboxylase carboxyltransferase subunit beta

	GI06
	Chromosome
	1943431
	1942052
	-
	Acetyl-CoA carboxylase

	GI06
	Chromosome
	1943861
	1943445
	-
	3-hydroxyacyl-ACP dehydratase FabZ family protein

	GI06
	Chromosome
	1944336
	1943866
	-
	MULTISPECIES: acetyl-CoA carboxylase biotin carboxyl carrier protein

	GI06
	Chromosome
	1945569
	1944340
	-
	beta-ketoacyl-ACP synthase II

	GI06
	Chromosome
	1946322
	1945591
	-
	3-oxoacyl-ACP reductase FabG

	GI06
	Chromosome
	1947239
	1946322
	-
	ACP S-malonyltransferase

	GI06
	Chromosome
	1947491
	1947249
	-
	MULTISPECIES: acyl carrier protein

	GI06
	Chromosome
	1948533
	1947550
	-
	beta-ketoacyl-ACP synthase III

	GI06
	Chromosome
	1948997
	1948530
	-
	MarR family transcriptional regulator

	GI06
	Chromosome
	1949473
	1949027
	-
	3-hydroxyacyl-ACP dehydratase FabZ

	GI06
	Chromosome
	1950143
	1949958
	-
	Pyrimidine-nucleoside phosphorylase

	GI06
	Chromosome
	1951000
	1950251
	-
	Pyrimidine-nucleoside phosphorylase

	GI06
	Chromosome
	1951177
	1952364
	+
	MULTISPECIES: MFS transporter

	GI06
	Chromosome
	1952361
	1953200
	+
	MULTISPECIES: carboxylating nicotinate-nucleotide diphosphorylase

	GI06
	Chromosome
	1954742
	1953504
	-
	ISL3 family transposase

	GI06
	Chromosome
	1954946
	1957213
	+
	excinuclease ABC subunit UvrA

	GI06
	Chromosome
	1957892
	1957314
	-
	transposase

	GI06
	Chromosome
	1958704
	1958171
	-
	helix-turn-helix domain-containing protein

	GI06
	Chromosome
	1958914
	1959807
	+
	Type I restriction modification DNA specificity domain protein

	GI06
	Chromosome
	1959804
	1959962
	+
	hypothetical protein

	GI06
	Chromosome
	1960215
	1961564
	+
	FAD-dependent oxidoreductase

	GI06
	Chromosome
	1961888
	1962952
	+
	Transposase

	GI06
	Chromosome
	1964095
	1963256
	-
	MULTISPECIES: carboxylating nicotinate-nucleotide diphosphorylase

	GI06
	Chromosome
	1965279
	1964092
	-
	MULTISPECIES: MFS transporter

	GI06
	Chromosome
	1965496
	1965933
	+
	ISLpl1 transposase

	GI06
	Chromosome
	1967149
	1966745
	-
	hypothetical protein

	GI06
	Chromosome
	1968684
	1967440
	-
	putative MFS-type transporter YhjX

	GI06
	Chromosome
	1969262
	1969825
	+
	Integrase core domain protein

	GI06
	Chromosome
	1970027
	1969839
	-
	hypothetical protein

	GI06
	Chromosome
	1970792
	1971817
	+
	anthranilate phosphoribosyltransferase

	GI06
	Chromosome
	1971814
	1972593
	+
	indole-3-glycerol phosphate synthase TrpC

	GI06
	Chromosome
	1972596
	1973183
	+
	phosphoribosylanthranilate isomerase

	GI06
	Chromosome
	1973180
	1974400
	+
	tryptophan synthase subunit beta

	GI06
	Chromosome
	1974393
	1975187
	+
	tryptophan synthase subunit alpha

	GI06
	Chromosome
	1976957
	1975563
	-
	IS1634 family transposase

	GI06
	Chromosome
	1977830
	1976973
	-
	IS982 family transposase

	GI06
	Chromosome
	1979101
	1980012
	+
	MULTISPECIES: cysteine synthase family protein

	GI06
	Chromosome
	1980054
	1981238
	+
	MULTISPECIES: PLP-dependent aspartate aminotransferase family protein

	GI06
	Chromosome
	1981204
	1981743
	+
	serine O-acetyltransferase EpsC

	GI06
	Chromosome
	1981947
	1982774
	+
	transposase

	GI06
	Chromosome
	1982811
	1983305
	+
	transposase

	GI06
	Chromosome
	1985018
	1984059
	-
	transposase

	GI06
	Chromosome
	1992626
	1985283
	-
	hypothetical protein

	GI06
	Chromosome
	1994060
	1992786
	-
	KxYKxGKxW signal peptide domain-containing protein

	GI06
	Chromosome
	1994186
	1994527
	+
	MULTISPECIES: hypothetical protein

	GI06
	Chromosome
	1994653
	1994862
	+
	Putative DNA-invertase bin3

	GI06
	Chromosome
	1995147
	1994845
	-
	O-acetyl-ADP-ribose deacetylase

	GI06
	Chromosome
	1996168
	1995311
	-
	sugar ABC transporter permease

	GI06
	Chromosome
	1997529
	1996171
	-
	sugar ABC transporter permease

	GI06
	Chromosome
	1998833
	1997607
	-
	extracellular solute-binding protein

	GI07
	Chromosome
	2034725
	2033676
	-
	IS30 family transposase

	GI07
	Chromosome
	2035366
	2034809
	-
	YcaO-like family protein

	GI07
	Chromosome
	2035695
	2035486
	-
	hypothetical protein

	GI07
	Chromosome
	2036695
	2035700
	-
	hypothetical protein

	GI07
	Chromosome
	2037503
	2036697
	-
	hypothetical protein

	GI07
	Chromosome
	2037872
	2037504
	-
	hypothetical protein

	GI07
	Chromosome
	2038339
	2037980
	-
	hypothetical protein

	GI07
	Chromosome
	2039048
	2038332
	-
	ATP-binding cassette domain-containing protein

	GI07
	Chromosome
	2039776
	2039045
	-
	hypothetical protein

	GI07
	Chromosome
	2040169
	2039831
	-
	hypothetical protein

	GI08
	Chromosome
	225859
	226116
	+
	MULTISPECIES: Veg family protein

	GI08
	Chromosome
	226219
	227049
	+
	pur operon repressor

	GI08
	Chromosome
	227096
	228481
	+
	bifunctional UDP-N-acetylglucosamine diphosphorylase/glucosamine-1-phosphate N-acetyltransferase GlmU

	GI08
	Chromosome
	228714
	229319
	+
	SLAP domain-containing protein

	GI08
	Chromosome
	229405
	230295
	+
	SLAP domain-containing protein

	GI08
	Chromosome
	230320
	230505
	+
	SLAP domain-containing protein

	GI08
	Chromosome
	231865
	230588
	-
	ISL3 family transposase

	GI08
	Chromosome
	232107
	233498
	+
	SLAP domain-containing protein

	GI08
	Chromosome
	233739
	234713
	+
	ribose-phosphate diphosphokinase

	GI08
	Chromosome
	234796
	235713
	+
	ROK family protein

	GI08
	Chromosome
	236035
	235760
	-
	MULTISPECIES: hypothetical protein

	GI09
	Chromosome
	278394
	279419
	+
	tRNA dihydrouridine synthase DusB

	GI09
	Chromosome
	279435
	280985
	+
	lysine--tRNA ligase

	GI09
	Chromosome
	282145
	282600
	+
	MULTISPECIES: GAF domain-containing protein

	GI09
	Chromosome
	282705
	285185
	+
	ATP-dependent Clp protease ATP-binding subunit

	GI09
	Chromosome
	285408
	289049
	+
	DNA-directed RNA polymerase subunit beta

	GI09
	Chromosome
	289065
	292718
	+
	DNA-directed RNA polymerase subunit beta'

	GI09
	Chromosome
	293756
	292953
	-
	Transposase IS116/IS110/IS902 family protein

	GI09
	Chromosome
	294179
	293856
	-
	hypothetical protein

	GI09
	Chromosome
	294434
	294853
	+
	Transposase

	GI09
	Chromosome
	294792
	294944
	+
	hypothetical protein

	GI09
	Chromosome
	294969
	295604
	+
	Integrase core domain protein

	GI09
	Chromosome
	296367
	295684
	-
	A24 family peptidase

	GI09
	Chromosome
	296551
	296958
	+
	MULTISPECIES: 30S ribosomal protein S12

	GI09
	Chromosome
	296974
	297444
	+
	30S ribosomal protein S7

	GI09
	Chromosome
	297479
	299572
	+
	elongation factor G

	GI09
	Chromosome
	299892
	300200
	+
	MULTISPECIES: 30S ribosomal protein S10

	GI09
	Chromosome
	300224
	300862
	+
	MULTISPECIES: 50S ribosomal protein L3

	GI09
	Chromosome
	300877
	301494
	+
	50S ribosomal protein L4

	GI09
	Chromosome
	301494
	301799
	+
	50S ribosomal protein L23

	GI09
	Chromosome
	301815
	302651
	+
	50S ribosomal protein L2

	GI09
	Chromosome
	302670
	302951
	+
	30S ribosomal protein S19

	GI09
	Chromosome
	302971
	303324
	+
	MULTISPECIES: 50S ribosomal protein L22

	GI09
	Chromosome
	303338
	304012
	+
	MULTISPECIES: 30S ribosomal protein S3

	GI09
	Chromosome
	304012
	304452
	+
	MULTISPECIES: 50S ribosomal protein L16

	GI09
	Chromosome
	304442
	304639
	+
	50S ribosomal protein L29

	GI09
	Chromosome
	304658
	304924
	+
	30S ribosomal protein S17

	GI09
	Chromosome
	304956
	305324
	+
	MULTISPECIES: 50S ribosomal protein L14

	GI09
	Chromosome
	305344
	305577
	+
	50S ribosomal protein L24

	GI09
	Chromosome
	305592
	306134
	+
	50S ribosomal protein L5

	GI09
	Chromosome
	306147
	306332
	+
	MULTISPECIES: type Z 30S ribosomal protein S14

	GI09
	Chromosome
	306357
	306755
	+
	MULTISPECIES: 30S ribosomal protein S8

	GI09
	Chromosome
	306780
	307310
	+
	50S ribosomal protein L6

	GI09
	Chromosome
	307336
	307695
	+
	50S ribosomal protein L18

	GI09
	Chromosome
	307713
	308219
	+
	MULTISPECIES: 30S ribosomal protein S5

	GI09
	Chromosome
	308236
	308421
	+
	MULTISPECIES: 50S ribosomal protein L30

	GI09
	Chromosome
	308445
	308885
	+
	MULTISPECIES: 50S ribosomal protein L15

	GI09
	Chromosome
	308885
	310180
	+
	preprotein translocase subunit SecY

	GI09
	Chromosome
	310191
	310847
	+
	MULTISPECIES: adenylate kinase

	GI09
	Chromosome
	310919
	311140
	+
	MULTISPECIES: translation initiation factor IF-1

	GI09
	Chromosome
	311157
	311273
	+
	MULTISPECIES: 50S ribosomal protein L36

	GI09
	Chromosome
	311301
	311651
	+
	MULTISPECIES: 30S ribosomal protein S13

	GI09
	Chromosome
	311676
	312065
	+
	MULTISPECIES: 30S ribosomal protein S11

	GI09
	Chromosome
	312111
	313049
	+
	DNA-directed RNA polymerase subunit alpha

	GI09
	Chromosome
	313076
	313459
	+
	MULTISPECIES: 50S ribosomal protein L17

	GI09
	Chromosome
	313638
	314495
	+
	Energy-coupling factor transporter ATP-binding protein EcfA1

	GI10
	Chromosome
	395471
	395773
	+
	hypothetical protein

	GI10
	Chromosome
	396004
	396564
	+
	Abi family protein

	GI10
	Chromosome
	396561
	397037
	+
	abortive infection bacteriophage resistance protein

	GI10
	Chromosome
	397063
	397206
	+
	hypothetical protein

	GI10
	Chromosome
	397305
	397475
	+
	hypothetical protein

	GI10
	Chromosome
	397757
	397861
	+
	hypothetical protein

	GI10
	Chromosome
	397955
	398677
	+
	hypothetical protein

	GI10
	Chromosome
	398886
	400640
	+
	glycoside hydrolase family 3 N-terminal domain-containing protein

	GI10
	Chromosome
	400861
	405864
	+
	S8 family serine peptidase

	GI10
	Chromosome
	406181
	407038
	+
	IS982-like element ISLhe7 family transposase

	GI10
	Chromosome
	407108
	407446
	+
	hypothetical protein

	GI10
	Chromosome
	408492
	407443
	-
	IS30 family transposase

	GI10
	Chromosome
	408517
	409179
	+
	site-specific integrase

	GI10
	Chromosome
	409416
	409700
	+
	MULTISPECIES: co-chaperone GroES

	GI10
	Chromosome
	409754
	411382
	+
	chaperonin GroEL

	GI10
	Chromosome
	412771
	411479
	-
	extracellular solute-binding protein

	GI10
	Chromosome
	413022
	412771
	-
	Transcriptional regulatory protein LiaR

	GI10
	Chromosome
	413438
	413196
	-
	Transcriptional regulatory protein DegU

	GI10
	Chromosome
	414564
	413431
	-
	two-component system histidine kinase

	GI10
	Chromosome
	415783
	414734
	-
	IS30 family transposase

	GI10
	Chromosome
	416119
	415925
	-
	hypothetical protein

	GI10
	Chromosome
	416910
	416116
	-
	substrate-binding domain-containing protein

	GI11
	Chromosome
	520847
	521017
	+
	multidrug MFS transporter

	GI11
	Chromosome
	521106
	521372
	+
	MFS transporter

	GI11
	Chromosome
	522165
	521680
	-
	DUF1836 domain-containing protein

	GI11
	Chromosome
	522309
	523148
	+
	DegV family protein

	GI11
	Chromosome
	524638
	523412
	-
	Transposase, Mutator family

	GI11
	Chromosome
	524890
	524708
	-
	hypothetical protein

	GI11
	Chromosome
	525140
	524877
	-
	MULTISPECIES: hypothetical protein

	GI12
	Chromosome
	609027
	610076
	+
	phenylalanine--tRNA ligase subunit alpha

	GI12
	Chromosome
	610080
	612494
	+
	phenylalanine--tRNA ligase subunit beta

	GI12
	Chromosome
	612571
	613047
	+
	MULTISPECIES: transcription elongation factor GreA

	GI12
	Chromosome
	613111
	614025
	+
	L-lactate dehydrogenase

	GI12
	Chromosome
	614541
	614813
	+
	helix-turn-helix transcriptional regulator

	GI12
	Chromosome
	616253
	614871
	-
	IS3 family transposase

	GI12
	Chromosome
	616577
	616314
	-
	bacteriocin immunity protein

	GI12
	Chromosome
	616705
	616899
	+
	Glycerate 2-kinase

	GI12
	Chromosome
	616899
	617840
	+
	Glycerate 2-kinase

	GI12
	Chromosome
	618082
	618825
	+
	PAS domain-containing protein

	GI12
	Chromosome
	618854
	619627
	+
	formate/nitrite transporter family protein

	GI12
	Chromosome
	619710
	621110
	+
	FAD-binding oxidoreductase

	GI12
	Chromosome
	621736
	621182
	-
	MULTISPECIES: isochorismatase family cysteine hydrolase

	GI13
	Chromosome
	673568
	673888
	+
	MULTISPECIES: hypothetical protein

	GI13
	Chromosome
	673913
	675517
	+
	ABC transporter ATP-binding protein

	GI13
	Chromosome
	675520
	676380
	+
	McbB family protein

	GI13
	Chromosome
	676383
	676994
	+
	hypothetical protein

	GI13
	Chromosome
	676997
	677992
	+
	hypothetical protein

	GI13
	Chromosome
	678009
	679013
	+
	YcaO-like family protein

	GI13
	Chromosome
	679033
	679872
	+
	hypothetical protein

	GI13
	Chromosome
	679862
	680653
	+
	SagB/ThcOx family dehydrogenase

	GI13
	Chromosome
	681047
	680820
	-
	transposase

	GI13
	Chromosome
	682471
	681821
	-
	Orf protein

	GI14
	Chromosome
	949026
	949481
	+
	hypothetical protein

	GI14
	Chromosome
	949811
	949981
	+
	hypothetical protein

	GI14
	Chromosome
	950635
	950027
	-
	DUF5052 family protein

	GI14
	Chromosome
	951637
	951332
	-
	Bacterial surface layer protein

	GI14
	Chromosome
	952458
	951853
	-
	Glycosyl hydrolases family 25

	GI14
	Chromosome
	953087
	953341
	+
	GlsB/YeaQ/YmgE family stress response membrane protein

	GI14
	Chromosome
	954386
	955564
	+
	IS256-like element IS1201 family transposase

	GI14
	Chromosome
	956431
	956039
	-
	hypothetical protein

	GI14
	Chromosome
	957089
	957442
	+
	helix-turn-helix transcriptional regulator

	GI15
	PlasmidA
	13230
	11641
	-
	ABC transporter ATP-binding protein

	GI15
	PlasmidA
	13692
	13913
	+
	hypothetical protein

	GI15
	PlasmidA
	14146
	13958
	-
	restriction endonuclease subunit S

	GI15
	PlasmidA
	14371
	14958
	+
	recombinase family protein

	GI15
	PlasmidA
	15040
	15282
	+
	hypothetical protein

	GI15
	PlasmidA
	15328
	15756
	+
	minor capsid protein

	GI15
	PlasmidA
	16122
	15874
	-
	MULTISPECIES: GlsB/YeaQ/YmgE family stress response membrane protein

	GI15
	PlasmidA
	16440
	17579
	+
	MULTISPECIES: IS30 family transposase



