genus

Treponema -

Capnocytophaga -

Rothia -

Selenomonas -
Candidatus_Saccharimonas -
Lachnoanaerobaculum -

Filifactor -

Veillonella -

Actinomyces -
0__Lactobacillales f P5D1.392 g P5D1.392-
f__Saccharimonadaceae_g__ TM7x-
Campylobacter -
f_Clostridia_UCG.014_g__ Clostridia_UCG.014 -
Leptotrichia -

Oribacterium -

Lautropia -

Gemella -

Haemophilus -

Alloprevotella -

Streptococcus -

Porphyromonas -

Prevotella -
X.Eubacterium._nodatum_group -
Megasphaera -

Fusobacterium -

Neisseria -

f__Absconditabacteriales_.SR1._g__Absconditabacteriales .SR1. -

Parvimonas -
Atopobium -

Peptostreptococcus -
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