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Additional table 1: Genes primers sequences used for RT-gPCR

Gene Forward Reverse Ref
S100A8 |GCTAGAGACCGAGTGTCCTCAG| GCCCATCTTTATCACCAGAATG | 1
S100A9 TGGAGGACCTGGACACAAATG TCGTCACCCTCGTGCATCTT 1

CAMP/LL37| GACACAGCAGTCACAGAGGAT |[TCACAACTGATGTCAAAGGAGCC| 2

NAMPT [AGGGTTACAAGTTGCTGCCACC | CTCCACCAGAACCGAAGGCAAT | 3

1 Yan LL, Huang YJ, Yi X, et al. Effects of silencing S100A8 and S100A9 with small interfering
RNA on the migration of CNE1 nasopharyngeal carcinoma cells. Oncol Lett 2015; 9: 2534.

2 Cathelicidin (CAMP) Human gPCR Primer Pair (NM_004345) — HP207673 | OriGene.
https://www.origene.com/catalog/gene-expression/gpcr-primer-pairs/hp207673/cathelicidin-camp-
human-gpcr-primer-pair-nm_004345.

3 Visfatin  (NAMPT) Human gPCR Primer Pair (NM_005746) — HP208829 | OriGene.

https://www.origene.com/catalog/gene-expression/gpcr-primer-pairs/hp208829/visfatin-nampt-human-
gpcr-primer-pair-nm_005746.



Additional figure 1: Venn diagram showing the number of samples shared between the
different analysis techniques that were used. The blue circle represents the number of
samples with results obtained from transcriptomics. The green circle represents the number of

samples with results for both metabolomics and microbial composition. The red circle
represents samples with RT-qPCR results.
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Additional figure 2: On 543 children, the percentage of preterm infants with high ASQ (>
185) in blue and low ASQ (<185) in red; P = 3.756e-07 with G test. Enterotype 1 (n=236),
enterotype 2 (n=68), enterotype 3 (n=60), enterotype 4 (n=62), enterotype 5 (n=50) and

enterotype 6 (n=67).
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Additional figure 3: Frequency of preterm infants with high ASQ (> 185) in blue and low
ASQ (<185) in red depending on weight at birth. P = 0.1147 with G test. NBW : Normal birth
weight (n=32), LBW : Low birth weight (n=17) and VLBW : Very low birth weight (n=24).
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Additional figure 4: Relative abundance of 7 major TCA cycle metabolites by clusters:
citrate (A), aconitate (B), isocitrate (C), alpha ketoglutarate (D), succinate (E), fumarate (F),
malate (G). Dunn test. ** = P <0.01; ** = P <0.001, ns: non-significant. Cluster A (n=20),
Cluster B (n=20), Cluster C (n=20).
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Additional figure 5: Relative abundance of 6 major TCA cycle metabolites by ASQ: citrate
(A), aconitate (B), alpha ketoglutarate (C), succinate (D), fumarate (E), malate (F). ASQ <185

(n=15), ASQ >185 (n=45).
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