
Supplementary Table 9. Summary of NCBI blast results of the identified contigs in the genomic analysis and their closest reference. 
	Phage
	Size (bp)
	Closest NCBI ID
	Isolation source
	Country
	Max Score
	Total Score
	Query coverage
	E value
	Percentage Identity
	Accession length
	Accession

	MT83_1
	151216
	Salmonella phage Maynard
	Wastewater
	USA
	43101
	1.98x105
	87%
	0
	95.61%
	154701
	NC_022768.1

	MT83_2
	52292
	Salmonella phage brorfarstad
	Wastewater
	Denmark
	58414
	84997
	99%
	0
	96.14%
	52392
	MT074435.1

	MT83_3
	73902
	Salmonella phage FSL-SP-07
	Dairy farms
	USA
	33471
	58986
	53%
	0
	94.80%
	41613
	KC139638.1

	MT83_4
	43147
	Salmonella phage vB_SenAt-pSL2
	Wastewater
	South Korea
	72533
	78828
	100%
	0
	99.65%
	44304
	MZ573924.3

	MT83_5
	70385
	Salmonella phage vB_SeEM_UALMA_PCSE1
	wastewater
	Portugal
	1916
	16330
	36%
	0
	79.16%
	69920
	PQ314491.1

	MT83_6
	38848
	Salmonella phage vB_CECAV_058
	Poultry farm
	Spain
	20412
	44835
	90%
	0
	91.71%
	38913
	PQ356389.1

	MT83_7
	62412
	Salmonella phage BAU.Micro_SLP-22
	Wasterwater
	Bangladesh
	55638
	81306
	88%
	0
	94.79%
	59738
	OR699283.2

	MT83_8
	45278
	Enterobacteria phage CHB7
	Pond water
	USA
	36961
	62840
	94%
	0
	95.03%
	87998
	MK562504.1

	MT83_9
	11145
	Pectobacterium phage DU_PP_III
	No information
	South Korea
	7299
	9799
	74%
	0
	87.94%
	11504
	MF979562.1











