	Supplementary Table 4. 
Virulence genes according to the ST131 and others of E. coli in patients with bacteraemia

	Characteristic
	Others N = 381
	ST131 N = 271
	p-value2
	q-value3

	afaA
	2 (5.3%)
	3 (11%)
	6.415162e-01
	1.000000e+00

	afaB-I
	2 (5.3%)
	3 (11%)
	6.415162e-01
	1.000000e+00

	afaC-I
	2 (5.3%)
	3 (11%)
	6.415162e-01
	1.000000e+00

	afaD
	1 (2.6%)
	3 (11%)
	2.991182e-01
	1.000000e+00

	afaE-I
	1 (2.6%)
	1 (3.7%)
	1.000000e+00
	1.000000e+00

	afaE-V
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	aslA
	29 (76%)
	26 (96%)
	3.698763e-02
	1.000000e+00

	astA
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	chuA
	12 (32%)
	27 (100%)
	2.850196e-09
	3.705255e-07

	chuS
	24 (63%)
	27 (100%)
	1.713623e-04
	2.227710e-02

	chuT
	17 (45%)
	27 (100%)
	5.001982e-07
	6.502577e-05

	chuU
	27 (71%)
	27 (100%)
	1.717118e-03
	2.232253e-01

	chuV
	27 (71%)
	27 (100%)
	1.717118e-03
	2.232253e-01

	chuW
	27 (71%)
	27 (100%)
	1.717118e-03
	2.232253e-01

	chuX
	13 (34%)
	27 (100%)
	9.373260e-09
	1.218524e-06

	chuY
	27 (71%)
	27 (100%)
	1.717118e-03
	2.232253e-01

	cnf1
	4 (11%)
	14 (52%)
	4.913440e-04
	6.387472e-02

	csgB
	38 (100%)
	27 (100%)
	
	

	csgD
	38 (100%)
	26 (96%)
	4.153846e-01
	1.000000e+00

	csgF
	38 (100%)
	26 (96%)
	4.153846e-01
	1.000000e+00

	csgG
	38 (100%)
	26 (96%)
	4.153846e-01
	1.000000e+00

	daaF
	2 (5.3%)
	3 (11%)
	6.415162e-01
	1.000000e+00

	draD
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	draP
	2 (5.3%)
	3 (11%)
	6.415162e-01
	1.000000e+00

	entA
	38 (100%)
	27 (100%)
	
	

	entB
	38 (100%)
	27 (100%)
	
	

	entC
	38 (100%)
	27 (100%)
	
	

	entD
	38 (100%)
	27 (100%)
	
	

	entE
	38 (100%)
	27 (100%)
	
	

	entF
	38 (100%)
	27 (100%)
	
	

	entS
	38 (100%)
	27 (100%)
	
	

	espL1
	25 (66%)
	0 (0%)
	9.373260e-09
	1.218524e-06

	espL4
	11 (29%)
	0 (0%)
	1.717118e-03
	2.232253e-01

	espR1
	25 (66%)
	0 (0%)
	9.373260e-09
	1.218524e-06

	espR4
	11 (29%)
	0 (0%)
	1.717118e-03
	2.232253e-01

	espX1
	24 (63%)
	0 (0%)
	3.076252e-08
	3.999127e-06

	espX4
	25 (66%)
	0 (0%)
	9.373260e-09
	1.218524e-06

	espX5
	21 (55%)
	0 (0%)
	5.001982e-07
	6.502577e-05

	espY1
	14 (37%)
	0 (0%)
	1.713623e-04
	2.227710e-02

	espY2
	14 (37%)
	0 (0%)
	1.713623e-04
	2.227710e-02

	espY3
	10 (26%)
	0 (0%)
	3.682785e-03
	4.787621e-01

	espY4
	11 (29%)
	0 (0%)
	1.717118e-03
	2.232253e-01

	fdeC
	38 (100%)
	26 (96%)
	4.153846e-01
	1.000000e+00

	fepA
	38 (100%)
	27 (100%)
	
	

	fepB
	38 (100%)
	27 (100%)
	
	

	fepC
	38 (100%)
	27 (100%)
	
	

	fepD
	38 (100%)
	27 (100%)
	
	

	fepG
	38 (100%)
	27 (100%)
	
	

	fes
	38 (100%)
	27 (100%)
	
	

	fimA
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimB
	37 (97%)
	14 (52%)
	1.282572e-05
	1.667344e-03

	fimC
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimD
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimE
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimF
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimG
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimH
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	fimI
	37 (97%)
	27 (100%)
	1.000000e+00
	1.000000e+00

	focA
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	focC
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	focD
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	focF
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	focG
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	focH
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	fyuA
	29 (76%)
	26 (96%)
	3.698763e-02
	1.000000e+00

	gspC
	30 (79%)
	25 (93%)
	1.747231e-01
	1.000000e+00

	gspD
	29 (76%)
	25 (93%)
	1.045073e-01
	1.000000e+00

	gspE
	29 (76%)
	25 (93%)
	1.045073e-01
	1.000000e+00

	gspF
	29 (76%)
	24 (89%)
	3.310811e-01
	1.000000e+00

	gspG
	29 (76%)
	25 (93%)
	1.045073e-01
	1.000000e+00

	gspH
	29 (76%)
	25 (93%)
	1.045073e-01
	1.000000e+00

	gspI
	30 (79%)
	25 (93%)
	1.747231e-01
	1.000000e+00

	gspJ
	30 (79%)
	25 (93%)
	1.747231e-01
	1.000000e+00

	gspK
	31 (82%)
	25 (93%)
	2.854088e-01
	1.000000e+00

	gspL
	32 (84%)
	27 (100%)
	3.700645e-02
	1.000000e+00

	gspM
	33 (87%)
	27 (100%)
	7.054236e-02
	1.000000e+00

	gtrA
	6 (16%)
	0 (0%)
	3.700645e-02
	1.000000e+00

	gtrB
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	hlyA
	5 (13%)
	13 (48%)
	4.079805e-03
	5.303746e-01

	hlyB
	5 (13%)
	13 (48%)
	4.079805e-03
	5.303746e-01

	hlyC
	5 (13%)
	13 (48%)
	4.079805e-03
	5.303746e-01

	hlyD
	5 (13%)
	13 (48%)
	4.079805e-03
	5.303746e-01

	ibeA
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	iroB
	13 (34%)
	0 (0%)
	3.712057e-04
	4.825673e-02

	iroC
	13 (34%)
	0 (0%)
	3.712057e-04
	4.825673e-02

	iroD
	14 (37%)
	0 (0%)
	1.713623e-04
	2.227710e-02

	iroE
	14 (37%)
	0 (0%)
	1.713623e-04
	2.227710e-02

	iroN
	13 (34%)
	0 (0%)
	3.712057e-04
	4.825673e-02

	irp1
	29 (76%)
	24 (89%)
	3.310811e-01
	1.000000e+00

	irp2
	28 (74%)
	27 (100%)
	3.682785e-03
	4.787621e-01

	iucA
	24 (63%)
	25 (93%)
	8.180214e-03
	1.000000e+00

	iucB
	24 (63%)
	25 (93%)
	8.180214e-03
	1.000000e+00

	iucC
	24 (63%)
	25 (93%)
	8.180214e-03
	1.000000e+00

	iucD
	24 (63%)
	24 (89%)
	2.394744e-02
	1.000000e+00

	iutA
	24 (63%)
	25 (93%)
	8.180214e-03
	1.000000e+00

	kpsD
	24 (63%)
	27 (100%)
	1.713623e-04
	2.227710e-02

	kpsM
	21 (55%)
	26 (96%)
	1.940973e-04
	2.523265e-02

	kpsT
	9 (24%)
	0 (0%)
	7.885109e-03
	1.000000e+00

	ompA
	38 (100%)
	27 (100%)
	
	

	papA
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	papB
	19 (50%)
	27 (100%)
	3.364531e-06
	4.373890e-04

	papC
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papD
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papE
	8 (21%)
	4 (15%)
	7.470503e-01
	1.000000e+00

	papF
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papG
	9 (24%)
	21 (78%)
	3.444115e-05
	4.477349e-03

	papH
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papI
	19 (50%)
	27 (100%)
	3.364531e-06
	4.373890e-04

	papJ
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papK
	11 (29%)
	21 (78%)
	1.394300e-04
	1.812591e-02

	papX
	20 (53%)
	25 (93%)
	7.952267e-04
	1.033795e-01

	pic
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	sat
	12 (32%)
	24 (89%)
	3.757967e-06
	4.885357e-04

	senB
	11 (29%)
	20 (74%)
	4.308353e-04
	5.600859e-02

	sfaA
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	sfaB
	4 (11%)
	0 (0%)
	1.349477e-01
	1.000000e+00

	sfaC
	4 (11%)
	0 (0%)
	1.349477e-01
	1.000000e+00

	sfaD
	4 (11%)
	0 (0%)
	1.349477e-01
	1.000000e+00

	sfaE
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	sfaF
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	sfaG
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	sfaH
	1 (2.6%)
	0 (0%)
	1.000000e+00
	1.000000e+00

	sfaS
	2 (5.3%)
	0 (0%)
	5.067308e-01
	1.000000e+00

	sfaX
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	sfaY
	4 (11%)
	0 (0%)
	1.349477e-01
	1.000000e+00

	shuA
	15 (39%)
	0 (0%)
	1.463625e-04
	1.902712e-02

	shuS
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	shuT
	10 (26%)
	0 (0%)
	3.682785e-03
	4.787621e-01

	shuX
	14 (37%)
	0 (0%)
	1.713623e-04
	2.227710e-02

	tcpC
	3 (7.9%)
	0 (0%)
	2.600962e-01
	1.000000e+00

	vat
	11 (29%)
	0 (0%)
	1.717118e-03
	2.232253e-01

	yagV/ecpE
	36 (95%)
	26 (96%)
	1.000000e+00
	1.000000e+00

	yagW/ecpD
	36 (95%)
	27 (100%)
	5.067308e-01
	1.000000e+00

	yagX/ecpC
	36 (95%)
	27 (100%)
	5.067308e-01
	1.000000e+00

	yagY/ecpB
	36 (95%)
	27 (100%)
	5.067308e-01
	1.000000e+00

	yagZ/ecpA
	36 (95%)
	27 (100%)
	5.067308e-01
	1.000000e+00

	ybtA
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtE
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtP
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtQ
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtS
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtT
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtU
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ybtX
	29 (76%)
	27 (100%)
	7.885109e-03
	1.000000e+00

	ykgK/ecpR
	36 (95%)
	27 (100%)
	5.067308e-01
	1.000000e+00

	1n (%)

	2Fisher's exact test; NA

	3Bonferroni correction for multiple testing



