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Supplementary Table S1. Bacterial load recovered from skin swabs collected from volunteers (V1–V10), showing viable, non-viable, and total CFU/mL. Mean values and standard deviations reflect the overall recovery performance of the sampling protocol.
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Supplementary S2

Supplementary Table S2. Summary of qPCR-based quantification of microbial DNA from volunteer samples (a) and explant-associated microbiota (b). The table includes measured Cq values, DNA concentrations, extracted DNA amounts, and corresponding 16S rRNA gene copy numbers, as well as the positive control used for method validation.
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Supplementary S3
[bookmark: _GoBack]Identification of samples used in the clustering analyses for Experiments 1 (a) and 2(b), including volunteers (V1–V3), post-transfer explants (MV1–MV3), and controls (C).
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viable bacteria non-viable-bacteria Total bacteria

V1 8,45E+05 2,13E+07 2,22E+07

V2 8,05E+05 2,11E+07 2,19E+07

V3 3,79E+05 1,48E+07 1,52E+07

V4 7,55E+05 2,10E+07 2,18E+07

V5 7,31E+05 2,06E+07 2,14E+07

V6 5,58E+05 1,77E+07 1,83E+07

V7 3,13E+05 1,27E+07 1,30E+07

V8 5,30E+05 1,67E+07 1,72E+07

V9 8,09E+05 2,02E+07 2,10E+07

V10 1,42E+06 1,55E+07 1,69E+07

Means 7,14E+05 1,82E+07 1,89E+07

SD 3,10E+05 3,12E+06 3,24E+06

CFU/mL
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Sample ID Target Cq

Concentration 

DNAmb (ng/µL)

Quantity 

DNAmb (ng) in 

45 µL

DNA Copy 

number/µL 

V1 16S 23.69 0.23 10.6 47299.9

V2 16S 24.5 0.14 6.5 29041.7

V3 16S 28.54 0.01 0.6 2503.7

V4 16S 27.19 0.03 1.3 5669.1

V5 16S 22.12 0.61 27.2 122158.7

V6 16S 22.94 0.37 16.6 74546.1

V7 16S 23.56 0.25 11.4 51143.2

V8 16S 21.79 0.74 33.4 149596.5

V9 16S 27.27 0.03 1.2 5427.0

V10 16S 23.23 0.31 13.9 62289.9

Control + 16S 22.23 4.53 203.7 913113.8

DNA quantity recovered from 10 volunteers
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Sample ID Target Cq

Concentration 

DNAmb (ng/µL)

Quantity 

DNAmb (ng) in 

45µL 

DNA copy 

number/µL 

V2

16S 24.84 0.62 27.9 125084.1

CA-J2

16S 32.5 0.01 0.4 1916.6

CB-J2

​ 16S 31.54 0.02 0.7 3238.1

CC-J2

16S 30.66 0.03 1.2 5215.2

MV2-A

16S 27.68 0.13 5.9 26529.9

MV2-B

16S 28.3 0.09 4.2 18964.4

MV2-C

​ 16S 28.75 0.07 3.3 14828.5

DNA quantity recovered from Volunteers & fom perfex vivo
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a

sample ID

sample description

CA-J2_1a CB-J2_1a

CC-J2_1a  MV1-A-)2_1b MV1-B-J2_1b MV1-C-J2_1b MV2-A-J2_1la MV2-B-)2_la MV2-C-J2_1la

sample ID 10 11 12 13 14 15 16 17 18
sample description ~ V2_1a CAJ2_1b CBJ2_1b  CCJ2_1b MV3-AJ2_1b MV3-B-J2_1b MV3-CJ2_1b  V1_1b V3_1b
sample ID 1 2 3 4 5 6 7 8 9 10 11
sample description CA-J2_ 2a CB-J2.2a (CCJ2.2a  CAJ2.2b  CBJ2.2b  CCJ2.2b  CBJ2.2c  CAJ2.2c  CCJ2.2¢ Vi2a MVI-AJ22a
sample ID 12 13 14 15 16 17 18 19 20 21

- MV1-B- MVI1-C-
sample description 7 1T V2.2  MV2-AJ2_2c MV2-B-J2_2c MV2-C-2.2c  V3_2b  MV3-AJ2_2b MV3-B-]2_2b MV3-C-J2_2b
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Supplementary Table S1. Bacterial load recovered from skin swabs collected from volunteers (V1


–


V10), 


showing viable, non


-


viable, and total CFU/mL.


 


Mean values and standard deviations reflect the overall 


recovery performance of the sampling protocol.


 


 


 


 


viable bacteria


non-viable-bacteria


Total bacteria


V1


8,45E+05


2,13E+07


2,22E+07


V2


8,05E+05


2,11E+07


2,19E+07


V3


3,79E+05


1,48E+07


1,52E+07


V4


7,55E+05


2,10E+07


2,18E+07


V5


7,31E+05


2,06E+07


2,14E+07


V6


5,58E+05


1,77E+07


1,83E+07


V7


3,13E+05


1,27E+07


1,30E+07


V8


5,30E+05


1,67E+07


1,72E+07


V9


8,09E+05


2,02E+07


2,10E+07


V10


1,42E+06


1,55E+07


1,69E+07


Means


7,14E+05


1,82E+07


1,89E+07


SD


3,10E+05


3,12E+06


3,24E+06


CFU/mL




Supplementary S 1     Supplementary Table S1. Bacterial load recovered from skin swabs collected from volunteers (V1 – V10),  showing viable, non - viable, and total CFU/mL.   Mean values and standard deviations reflect the overall  recovery performance of the sampling protocol.        

viable bacteria non-viable-bacteria Total bacteria

V1 8,45E+05 2,13E+07 2,22E+07

V2 8,05E+05 2,11E+07 2,19E+07

V3 3,79E+05 1,48E+07 1,52E+07

V4 7,55E+05 2,10E+07 2,18E+07

V5 7,31E+05 2,06E+07 2,14E+07
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