
Supplementary Table S1. Reference genomes used for phylogenomic and lineage analysis
	Serovar
	Sequence Type (ST)
	Lineage / Clade
	NCBI Accession
	Notes

	Salmonella enterica serovar Typhimurium
	
	—
	GCF_000006945.2 (ASM694v2)
	Reference strain LT2

	Salmonella enterica serovar Enteritidis
	
	—
	GCF_017497965.1 (ASM1749796v1)
	Reference genome

	Salmonella enterica serovar Typhimurium
	ST313
	Lineage 1 (L1)
	SAMEA5976185*
	ST313 lineage 1 reference

	Salmonella enterica serovar Typhimurium
	ST313
	Lineage 2 (L2)
	FN424405
	ST313 lineage 2 reference

	Salmonella enterica serovar Typhimurium
	ST313
	Lineage 3 (L3)
	PRJNA656707*
	ST313 lineage 3 reference

	Salmonella enterica serovar Enteritidis
	ST11
	Central/East Africa clade
	NZ_CP063702
	ST11 Central/East Africa clade reference

	Salmonella enterica serovar Enteritidis
	ST11
	Central/East Africa clade
	NZ_CP063705
	ST11 Central/East Africa clade reference

	Salmonella enterica serovar Enteritidis
	ST11
	Global epidemic clade
	NZ_CP063708
	ST11 Global Epidemic clade reference

	Salmonella enterica serovar Enteritidis
	ST11
	Global epidemic clade
	SAMN16552335*
	ST11 Global Epidemic clade reference

	Salmonella enterica serovar Enteritidis
	ST11
	West Africa clade
	SAMN18275554*
	ST11 West Africa clade reference


ST, sequence type; NCBI, National Center for Biotechnology Information.
Accession identifiers marked with an asterisk (*) correspond to NCBI BioSample or BioProject records as reported in the original studies. Where genome assemblies were not directly specified, the corresponding genome sequences were retrieved from the National Center for Biotechnology Information and used for downstream analyses.



