



Excluded (18) #
JIA group (49)
67 children with JIA
Excluded (42)
Collection of clinical data and faecal/blood specimens
Absolute quantification of gut microbiota by 16S rRNA gene sequencing (using an internal standard); Quantification of short-chain fatty acids and organic acids in serum and faeces
Control group (49)*
91 healthy children
Bioinformatics analysis; statistical analysis
Validation of biomarker screening results based on 2018 data


[bookmark: _Hlk233576283]Figure S1. Flowchart of the study. # Eight children with JIA did not meet the inclusion criteria, and ten refused to participate in the study. * Forty-nine healthy children best matched to the JIA group were selected.




