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	Name
	Sequences

	Jard2
	5’
	    GTGAGGCTAGGGGGTGGTGGTGGTGGGGGTGAGGAAGGGAAAGAT CGG
TTG CACTCCGATCCCCCACCACCACCACCCCCACTCCTTCCCTTTCTA
	3’

	
	3’
	
	5’

	Jard2 MT
	5’
	    GTGAGGCTAGGGGGTGGTGGTGGTTTTGGTGAGGAAGGGAAAGAT CGG
TTG CACTCCGATCCCCCACCACCACCAAAACCACTCCTTCCCTTTCTA
	3’

	
	3’
	
	5’

	Dele-Forward
	5’
	    ATAGCGCCAGTGGGTGGGCTTAGATCTGGGAAGGGCGGGACAGAG CGG
TTG TATCGCGGTCACCCACCCGAATCTAGACCCTTCCCGCCCTGTCTC
	3’

	
	3’
	
	5’

	Dele-Forward MT
	5’
	    ATAGCGCCAGTGGGTGGGCTTAGATCTGGGAATTTCGGGACAGAG CGG
TTG TATCGCGGTCACCCACCCGAATCTAGACCCTTAAAGCCCTGTCTC
	3’

	
	3’
	
	5’

	Dele-Reverse
	5’
	    CTCTGTCCCGCCCTTCCCAGATCTAAGCCCACCCACTGGCGCTAT CGG
TTG GAGACAGGGCGGGAAGGGTCTAGATTCGGGTGGGTGACCGCGATA
	3’

	
	3’
	
	5’

	Dele-Reverse MT
	5’
	    CTCTGTCCCGAAATTCCCAGATCTAAGCCCACCCACTGGCGCTAT CGG
TTG GAGACAGGGCTTTAAGGGTCTAGATTCGGGTGGGTGACCGCGATA
	3’

	
	3’
	
	5’

	Foxa2
	5’
	    CTCCCTTCACCGGTACCCGCCCCCCCACCTCTAGCCTTCCTGGAC CGG
TTG GAGGGAAGTGGCCATGGGCGGGGGGGTGGAGATCGGAAGGACCTG
	3’

	
	3’
	
	5’

	Foxa2 MT
	5’
	    CTCCCTTCACCGGTACCCGCCCCAAAACCTCTAGCCTTCCTGGAC CGG
TTG GAGGGAAGTGGCCATGGGCGGGGTTTTGGAGATCGGAAGGACCTG
	3’

	
	3’
	
	5’

	Chd4
	5’
	    TAAAGAGGAGGGTGGCGGTAGTGGAGGGGGGGGTTGGAGTTGGTT CGG
TTG ATTTCTCCTCCCACCGCCATCACCTCCCCCCCCAACCTCAACCAA
	3’

	
	3’
	
	5’

	Chd4 MT
	5’
	    TAAAGAGGATTTTGGCGGTAGTGGAGGGGGGGGTTGGAGTTGGTT CGG
TTG ATTTCTCCTAAAACCGCCATCACCTCCCCCCCCAACCTCAACCAA
	3’

	
	3’
	
	5’

	Ntpcr
	5’
	    CTTGTGTGTCGGGAAGGGGGGGGGGGGAGCGTTGGAAACGCATGC CGG
TTG GAACACACAGCCCAACCCCCCCCCCCCTCGCAACCTTTGCGTACG
	3’

	
	3’
	
	5’

	Ntpcr MT
	5’
	    CTTGTGTGTCGGGAATTTGGGGGGGGGAGCGTTGGAAACGCATGC CGG
TTG GAACACACAGCCCAAAAACCCCCCCCCTCGCAACCTTTGCGTACG
	3’

	
	3’
	
	5’

	Med4
	5’
	    ACTTGGGTAGGCGGGCTTGGGAGGCTCCGTTGGACGTGGGGTCTA CGG
TTG TGAACCCATCCGCCCGAACCCTCCGAGGCAACCTGCACCCCAGAT
	3’

	
	3’
	
	5’

	Med4 MT
	5’
	    ACTTGGGTATTCGGGCTTGGGAGGCTCCGTTGGACGTGGGGTCTA CGG
TTG TGAACCCATAAGCCCGAACCCTCCGAGGCAACCTGCACCCCAGAT
	3’

	
	3’
	
	5’

	Bmi1
	5’
	    CACTCTTTTTGGGGTTGGGACTGAGGTGGCGGTCACGCGAGGATC CGG
TTG GTGAGAAAAACCCCAACCCTGACTCCACCGCCAGTGCGCTCCTAG
	3’

	
	3’
	
	5’

	Bmi1 MT
	5’
	    CACTCTTTTTGTTGTTGGGACTGAGGTGGCGGTCACGCGAGGATC CGG
TTG GTGAGAAAAACAACAACCCTGACTCCACCGCCAGTGCGCTCCTAG
	3’

	
	3’
	
	5’

	Wt1
	5’
	    AGTAGGGAGCTTTGGAATGAGGGATTAACACTTTGGGGGACTTAGTC CGG
TTG TCATCCCTCGAAACCTTACTCCCTAATTGTGAAACCCCCTGAATCAG
	3’

	
	3’
	
	5’

	Wt1 MT
	5’
	    AGTATTTAGCTTTGGAATGAGGGATTAACACTTTGGGGGACTTAGTC CGG
TTG TCATAAATCGAAACCTTACTCCCTAATTGTGAAACCCCCTGAATCAG
	3’

	
	3’
	
	5’

	Sp130
	5’
	    AGGGGTAGGTTGGGTGGTAAGAGGTGGTAAGCGGAGCGGCTGCTG CGG
TTG TCCCCATCCAACCCACCATTCTCCACCATTCGCCTCGCCGACGAC
	3’

	
	3’
	
	5’

	Sp130 MT
	5’
	    AGGGGTAGGTTTTGTGGTAAGAGGTGGTAAGCGGAGCGGCTGCTG CGG
TTG TCCCCATCCAAAACACCATTCTCCACCATTCGCCTCGCCGACGAC
	3’

	
	3’
	
	5’

	Cdc6
	5’
	    TGGGGAGGCTGGGTGGAGGACAAAGTAGAAATAAAAATACGGAAGTAGAT CGG
TTG ACCCCTCCGACCCACCTCCTGTTTCATCTTTATTTTTATGCCTTCATCTA
	3’

	
	3’
	
	5’

	Cdc6 MT
	5’
	    TGGGGAGGCTTTTTGGAGGACAAAGTAGAAATAAAAATACGGAAGTAGAT CGG
TTG ACCCCTCCGAAAAACCTCCTGTTTCATCTTTATTTTTATGCCTTCATCTA
	3’

	
	3’
	
	5’




Guanine runs, which form the G-quadruplex structures, are shown in red and mutation sites are highlighted.




