Figure S1A: Dictyostelium discoideunm Twml domain architecture. Twml (772 amino acids)
includes a mitochondrial targeting signal (M), a primase domain which includes a zinc finger and
RNA polymerase basic motif (Fig. 7), and a helicase domain. Twml includes an asparagine-rich
stretch at each terminus (red lines) that does not overlap with either functional domain. Arrows
indicate the region of Twm1 which was heterologously expressed.
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Figure S1B: Twinkle homologues domain architecture. D. discoideum Twml (772 amino acids),
T7 gp4 (566 amino acids) and H. sapiens Twinkle (684 amino acids) share a conserved overall
domain architecture, with some variance. All three include an active helicase domain, and a primase
domain which includes a zinc finger (Zn) and other conserved motifs, including an RNA polymerase
basic motif (Fig. 7). However, unlike Twml and gp4, Twinkle does not possess a zinc finger, and
does not possess most of the residues critical for gp4 primase activity in the remaining motifs (Fig. 7).
Both eukaryotic homologues include a mitochondrial targeting signal (M).



