Supplementary Table 1: The top 50 marker genes for each VSMC subcluster

cluster gene avg log2FC p_val adj pet.1 pct.2

VSMC 0 Ccn3 2.089 6.84E-157 0.638 0.285
VSMC 0 Ogn 1.919 4.2E-262 0.879 0.519
VSMC 0 Prlr 1.533 1.15E-35 0.273 0.121
VSMC 0 Cenl 1.286 8.83E-25 0.489 0.381
VSMC 0 BCO051019 1.246 4.04E-51 0.443 0.228
VSMC 0 Ptgs2 1.230 2.11E-22 0.407 0.279
VSMC 0 Optc 1.219 6.16E-13 0.289 0.204
VSMC 0 Pkdcc 1.193 1.43E-33 0.422 0.272
VSMC 0 Fos 1.153 7.07E-100 0.867 0.756
VSMC 0 mt-Nd4l 1.138 0 0.988 0.987
VSMC 0 Gml3861  1.125 1E-121 0.778 0.423
VSMC 0 Hey2 1.105 1.31E-34 0.436 0.273
VSMC 0 VidIr 1.101 2.86E-26 0.37 0.236
VSMC_0 Selenop 1.037 2.61E-17 0.328 0.219
VSMC 0 Gsttl 1.019 8.72E-17 0.297 0.187
VSMC 0 Higdla 1.014 8.49E-163 0.956 0.902
VSMC 0 Pdgfd 0.993 1.07E-08 0.266 0.195
VSMC_0 Hspa2 0.990 6.59E-114 0.85 0.653
VSMC 0 OlfmlI2b 0.966 4.4E-16 0.341 0.234
VSMC 0 Phptl 0.940 3.08E-17 0.303 0.187
VSMC 0 Cbr2 0.933 9.97E-32 0.55 0.422
VSMC 0 Gstml 0.922 4.76E-27 0.442 0.289
VSMC 0 Trnpl 0.910 3.54E-37 0.582 0.459
VSMC 0 Kilhl7 0.909 1.03E-17 0.369 0.257
VSMC 0 mt-Atp8 0.906 8.37E-105 0.861 0.748
VSMC 0 Apoe 0.904 6.95E-12 0.494 0.432
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VSMC 0 Gem 0.874 2.38E-33 0.717 0.645
VSMC _0 Chchd10 0.866 1.65E-30 0.506 0.337
VSMC 0 Ost4 0.865 3.11E-60 0.732 0.618
VSMC 0 Alx1 0.863 2.26E-18 0.385 0.268
VSMC 0 Churcl 0.857 1.7E-35 0.565 0.431
VSMC 0 Adamtsll  0.855 1.6E-22 0.34 0.191
VSMC 0 Epb4l 0.845 1.43E-06 0.291 0.221
VSMC 0 Gml1627  0.833 4.97E-31 0.471 0.299
VSMC 0 Pkia 0.816 3.14E-15 0.443 0.362
VSMC 0 Inpp4a 0.803 1.82E-13 0.426 0.344
VSMC 0 Fmcl 0.799 8.07E-31 0.544 0.407

VSMC 0 Plekhol 0.795 6.31E-24 0.568 0.461
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