At GGCT2;2 MVMWVFGYGSLVWNPGFHYDEKVLGFIKGYKRVFDLACIDHRGTPEHPARTCTLEKAEEA 60
Br GGCT2;2 MVMWVFGYGSLVWNPGFHYDEKVLGFIKGYKRVFDLACIDHRGTPEHPARTCTLEIDEEA 60
At _GGCT2;1 MVLWVFGYGSLIWNPGFDFDEKLIGYIKDYKRVFDLACIDHRGTPEHPARTCTLEQSTGA 60
Br GGCTZ2;1 MVLWVFGYGSLIWNPGFDFDEKLIGYIKDYKRVFDLGCIDHRGTPEHPARTCTLEESTGA 60
kkokhkhkhkhkohkhkh  shkhgakohk *hkkhkk Krkkhkhkdrhhkhrhrhk *
At GGCT2;2 ICWGTAFCVRGGPEKERLAMEYLERRECEYDLKTSVDFYKEDDP---LKPAVTGVIVFTS 117
Br GGCT2;2 ICWGTAFCVRGGPEEERLAMEYLERRECEYDLKTCVDFYKEDDP---LNPAVTGVMVFTS 117
At GGCT2;1 ICWGAAYCVRGGPEKEKLAMEYLERRECEYDSKTLVEFYTENDT---STPIVTGVIVFTS 117
Br GGCT2;1 ICWGAAYCVRGGPEKEKLAMEYLEGRECEYDSKTLVEFYTETDTTKQSKPILTGVIVFTS 120
kkkkokhohkhkhhk ok okhhkdhkd *hkkxk *% *ekk * *, Lk skkkokkkk
At GGCT2;2 TPDKVSNKYYLGPAPLEDMARQIATANGPCGNNRDYLFLLEKAMHDIGHEEDYVIELANE 177
Br GGCT2;2 TPDKVSNKYYLGPAPLEDMARQIATANGPCGNNRDYLFLLEKAMHDIGHEEEYVIELANE 177
At GGCT2;1 TPDKVSNKYYLGPAPLEEMARQIATASGPCGNNREYLFKLEKAMFDIEHEEEYVIELANE 177
Br GGCT2;1 TPDKLSNKYYLGPAPLEEMAMQIATASGPCGNNREYLFKLEKAMHDIEHEDEYVIELANE 180

At GGCT2;2

hkhkkkokhhhhhhhhhhkokhd dhkdhk *hdhdhkhohdd dhhdhd *%k dkooshkhhrhxhxik

VRKVLAESSTKKVTPVKESRASRVANK--SKNNVPTAHQILPHHPEAVATTI 227

Br GGCT2;2 VRKVLAE----KVSPVKESRASPVAKK--SKSNVPTAHQILPHQPEAVATTL 223

At GGCT2;1 VRKQLDLP--EEVKALLKPIVSHVSVK--SOAHVSTRORVFAS - === ————— 216

Br GGCT2;1 VRKHLDLP--KEVKALLKPVVSRVSIKSHSOAHASTLORVFA-————————— 220
*kk K ek, 2 Lk ke ok ks s .k s

Additional file 4: Figure S4 Amino acid sequence alignment of GGCT2;1 and GGCT2;2 in Brassica rapa (Br)
and Arabidopsis thaliana (At). The multiple sequence alignmnet was made using CLUSTAL 2.1. Sequence
in red represents the peptide sequence used to make an antiserum reactive against the GGCT protein.



