Table S2 Novel miRNAs and potentially novel miRNAs identified from predicted RNA hairpins in C. sinensis with cold stress

Hairpin  Precursors
miR_name miR_seq Type Len Reads GenomelD Strand Start End CG% dG MFEI  miRNA*
Length Length
csn-smR1 AUCCGGGUUCUCGAUCAUUCGAGC 3 24 2 24872_gi[399997300 + 656 919 66 72 52.8 -36.9 1 Y
csn-smR4-5p-1  GAACUGGAGGACACACGCCGUAAG 5' 24 4 76159_gi|319844893 - 1 221 76 102 52 -48.7 0.9 N
csn-smR4-3p-1  UGGAGUUCCAACUGGCUGGGGAGC 3 24 4 76159_0i[319844893 - 1 221 76 102 52 -48.7 0.9 N
csn-smR4-5p-2 GAACUGGAGGACACACGCCGUAAG 5' 24 3 76159_gi|319888332 - 284 547 93 99 51.5 -49.8 1 N
csn-smR4-3p-2 UGGAGUUCCAACUGGCUGGGGAGC 3 24 3 76159_gi|319888332 - 284 547 93 99 51.5 -49.8 1 N
csn-smR5-5p-1 GACUUCAUUUGGAUUGAGCCC 5' 21 54 24872_gil400012797 + 70 330 165 172 424 -99.7 14 Y
csn-smR5-3p-1  UUCAAUCCGAAUAAAGUCCCC 3 21 54 24872_gil400012797 + 70 330 165 172 424 -99.7 14 Y
csn-smR5-5p-2  GACUUCAUUUGGAUUGAGCCC 5' 21 45 76159_gi[319850607 - 292 552 163 172 43 -94.9 1.3 Y
csn-smR5-3p-2 UUCAAUCCGAAUAAAGUCCCC 3 21 45 76159_gi|319850607 - 292 552 163 172 43 -94.9 13 Y
csn-smR7-5p ACAGAAAUCAAUCACAGAAUUAGAC 5' 25 4 24872 _gi|400018074 - 563 827 129 135 25.2 -52.6 15 Y
csn-smR7-3p UGAUUCUGUAAUUGAUUUCUGUAU 3 24 4 24872_gi|400018074 - 563 827 129 135 25.2 -52.6 15 Y
csn-smR8 CAUAUUAUAGAAUCGGACAUA 5' 21 13 47452_qi[393751706 + 129 389 145 150 24.7 -66.6 18 Y
csn-smR9-5p-1 UUUGGAAAGGGAAAUGGAAAAGGU 5' 24 201 24872_gi|400016573 + 223 486 137 147 34 -73.7 15 Y
csn-smR9-3p-1 AUUUCCCUUUCCAAAUUCCUUCCC 3 24 201 24872_gi|400016573 + 223 486 137 147 34 -73.7 15 Y
csn-smR9-5p-2 UUUGGAAAGGGAAAUGGAAAAGGU 5' 24 173 47452_qi|393741739 + 423 686 176 177 35.2 -84.6 13 N
csn-smR9-3p-2 AAAUUUCACAUAGUUUCACACACC 3 24 173 47452_qi[393741739 + 423 686 176 177 35.2 -84.6 13 N
csn-smR11-1 UUGACAGUUUUGAGCCAUUUG 3 21 46 76159_gi|319829157 + 1 254 124 128 354 -46.7 1 N
csn-smR11-2 UUGACAGUUUUGAGCCAUUUG 3 21 29 24872_gil400018477 + 45 305 116 132 35.8 -49.7 1 Y
csn-smR12-1 AUUAGUUUAGAUUGUAGGACC 3 21 34 76159_gi|319824063 + 351 611 166 205 30.7 -81.7 13 N
csn-smR12-2 AUUAGUUUAGAUUGUAGGACC 3 21 74 76159_gi|319824063 - 281 541 166 201 313 -89.8 14 Y
csn-smR13 UCUGGUUCUAUGAUAUGUUUC 3 21 13 47452_qi|393751706 + 129 389 145 150 24.7 -66.6 18 Y
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csn-smR80 AAUAAAAAUAUAGUAAAGACUCGU

csn-smR81 UGAUUAUGAGUGAUUUGGGAC
csn-smR84-5p AGCGCAAGUUGACCCGGACACCCC
csn-smR84-3p AGGCCAGCUUGCGCACAUCUCGAC
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