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ptc-MIR319b-p5_1ss10TA slicing gi170319483 at nt 124
alignment score=4 , category=4 , p=1

— Cleavage Ste 124
—— Al Other Sites
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alignment score=4 , category=4 , p=1

—  Clagvage Site 268
—— All Other Sies.
T |
T T T T T T T
0 100 200 300 400 500 600

gi393389392 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393390074 at nt 190
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alignment score=4 , category=4 , p=1

—  Clagvage Site 266
—— All Other Sies

i393740640 position (nts)




Reads

Reads

2000 2500

1500

1000

2500

1500 2000

1000

ptc-MIR319b-p5_1ss10TA slicing gi393740799 at nt 271
alignment score=4 , category=4 , p=1

= Clagvage Site 271
—— All Other Sies

—
—

gi393740799 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393740904 at nt 269
alignment score=4 , category=4 , p=1

— Clagvage Site 269
—— All Other Sies
L | ——
| 1 I 1 |l I |
0 100 200 300 400 500 600

gi393740904 position (nts)




Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393740956 at nt 69
alignment score=4 , category=2 , p=1

—  Clagvage Site 69
—— All Other Sies.
2 -
e
o
S
S
o~
o - u 1 PO Y PR WY TTY Y Y L s suamu A
| | | | |
0 200 400 600 800
i393740956 position (nts)
ptc-MIR319b-p5_1ss10TA slicing gi393740957 at nt 156
alignment score=4 , category=4 , p=1
© — — Cleavage Site 156
—— All Other Sies.
0w -
- —
o -
N -
I 1

200

400 600

i393740957 position (nts)




Reads

Reads

1000 1500 2000 2500

500

ptc-MIR319b-p5_1ss10TA slicing gi393741154 at nt 187
alignment score=4 , category=4 , p=1

—  Clagvage Site 187
—— All Otheor Sites

| I | I

0 200 400 600

i393741154 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393741371 at nt 271
alignment score=4 , category=4 , p=1

~—— Claavage Site 271
—— All Other Sites

1 I | 1 !

0 100 200 300 400

i393741371 position (nts)




Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393741384 at nt 63
alignment score=4 , category=2 , p=1

o — — Ceavage Site 63
—— All Othor Sites
-
™ -
o~ -
& I“
T T T T T
0 200 400 600 800
i393741384 position (nts)
ptc-MIR319b~-p5_1ss10TA slicing gi393741565 at nt 68
alignment score=4 , category=2 , p=1
—  Claavage Site 63
— All Othor Sites
8 -
3
3 -
S
o 4 L N i PR B copiataanec L N
T T T T T T T T
0 100 200 300 400 500 600 700

i393741565 position (nts)



Reads

Reads

15

10

ptc-MIR319b-p5_1ss10TA slicing gi393741649 at nt 439
alignment score=4 , category=2 , p=1

—  Clagvage Site 439
— All Otheor Sites

IH‘ L II”| \llllhulh. i

T T
0 100 200 300 400 500 600 700

i393741649 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393742138 at nt 418
alignment score=4 , category=4 , p=1

— Clagvage Site 418
—— All Otheor Sites

—

L . .H‘ I Ll |’| 1

0 100 200 300 400 500 600 700

i393742138 position (nts)



Reads

Reads

12

10

70

40

20

10

ptc-MIR319b-p5_1ss10TA slicing gi393742745 at nt 180
alignment score=4 , category=4 , p=1

—  Clagvage Site 180
—— All Other Sites

Ao h Hi'lilh M H .Hmlﬂl

0 100 200 300 400 500

i393742745 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393742878 at nt 451
alignment score=4 , category=2 , p=1

= Claavage Site 451
— All Othor Sites

T T T T T T
0 100 200 300 400 500

i393742878 position (nts)




Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393743089 at nt 127

alignment score=4 , category=2 , p=1

@ — — Cleavage Site 127
—— All Other Sies
o -
< -
o~ I
- 1
| I 1 I 1 I I 1
0 50 100 150 200 250 300 350
i393743089 position (nts)
ptc-MIR319b-p5_1ss10TA slicing gi393744286 at nt 272
alignment score=4 , category=4 , p=1
—  Clagvage Site 272
—— All Other Sies
g -
~N
g -
S _|
L
g
§ cl
— L —
T T T T T
0 200 400 600 800

gi393744286 position (nts)




Reads

Reads

2500

1500 2000

1000

15

10

ptc-MIR319b-p5_1ss10TA slicing gi393744306 at nt 269
alignment score=4 , category=4 , p=1

—  Clagvage Site 269
—— All Othor Sites
L e
T T T T T T T T
0 100 200 300 400 500 600 700

ptc-MIR319b-p5_1ss10TA slicing gi393744356 at nt 495

i393744306 position (nts)

alignment score=4 , category=4 , p=1

—  Clagvage Site 495
— All Other Sites

(L1}

Lul I

0 200 400 600

393744356 position (nts)



Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393744474 at nt 256
alignment score=4 , category=4 , p=1

3 L — Clsavage Site 256
. — All Othor Sies
S
8 -
L
2
3 -
&
o -
T T T T
0 200 400 600
gi393744474 position (nts)
ptc-MIR319b-p5_1ss10TA slicing gi393744794 at nt 126
alignment score=4 , category=4 , p=1
(=] —  Clagvage Site 126
14 | — Al Other Stes
8 -
2
o -
T T T T T T
0 100 200 300 400 500

393744794 position (nts)




Reads

Reads

2500

1500

1000

2500

1500 2000

1000

500

ptc-MIR319b-p5_1ss10TA slicing gi393744908 at nt 270
alignment score=4 , category=4 , p=1

—  Claavage Site 270
—— All Other Sites

' I 1 1 I I I 1

0 50 100 150 200 250 300 350

qi393744908 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393744934 at nt 269
alignment score=4 , category=4 , p=1

—  Claavage Site 260
—— All Other Sites
| O
| 1 1 1 1 1 1 1
0 100 200 300 400 500 600 700

4393744934 position (nts)



Reads

Reads

70

20

10

70

20

10

ptc-MIR319b-p5_1ss10TA slicing gi393745188 at nt 451

alignment score=4 , category=2 , p=1

—  Clagvage Site 451
—— All Other Sites

393745188 position (nts)

500

ptc-MIR319b-p5_1ss10TA slicing gi393745218 at nt 451

alignment score=4 , category=2 , p=1

—  Clagvage Site 451
—— All Other Sites

T T T
200 300 400

gi393745218 position (nts)

600



Reads

Reads

12

10

ptc-MIR319b-p5_1ss107TA slicing gi393746222 at nt 332
alignment score=4 , category=4 , p=1

—  Clagvage Site 332
—— All Other Sites

T T T T T T
0 100 200 300 400 500

gi393746222 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393746610 at nt 522
alignment score=4 , category=4 , p=1

—  Claavage Site 522
—— All Other Sites

T T T T T T
0 100 200 300 400 500

qi393746610 position (nts)




Reads

Reads

12

10

ptc-MIR319b-p5_1ss10TA slicing gi393746893 at nt 176

alignment score=4 , category=4 , p=1

~— Cleavage Site 176

— All Other Sites

ptc-MIR319b-p5_1ss10TA slicing gi393746961 at nt 529

T T T
200 300 400

gi393746893 position (nts)

alignment score=4 , category=4 , p=1

—  Clagvage Site 529

— All Other Sites

e

Al

100

200 300 400

qi393746961 position (nts)

, MIMJ thif

500

600



Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393747175 at nt 160

alignment score=4 , category=4 , p=1

—  Claavage Site 1
—— All Other Sites

alll l

I.H l,.llun “M“ M‘ ‘

100 200 300 400
gi393747175 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393747955 at nt 165

alignment score=4 , category=4 , p=1

—  Clagvage Site 165

—— All Other Sites

| 1 1 !

100 200 300 400
qi393747955 position (nts)




Reads

Reads

25

15

10

60

20

ptc-MIR319b-p5_1ss10TA slicing gi393748463 at nt 249
alignment score=3.5 , category=2 , p=0.999999999976774

_| — Al Other Sies

—  Clagvage Site 249

"y

L

1 I |

0 200 400 600 800

i393748463 position (nts)

ptc-MIR319b~-p5_1ss10TA slicing gi393748633 at nt 71
alignment score=4 , category=2 , p=1

~  Cleavage Site 71
— All Other Sites

@i393748633 position (nts)




Reads

Reads

100

80

40

20

ptc-MIR319b-p5_1ss10TA slicing gi393748881 at nt 475
alignment score=3.5 , category=2 , p=0.999999999976774

—  Clagvage Site 475
— All Otheor Sites

‘ “”l L IMI |

0 100 200 300 400 500 600

qi393748881 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393749528 at nt 239
alignment score=4 , category=4 , p=1

—  Clagvage Site 239
— All Other Sites

I ! 1 I I I 1

0 50 100 150 200 250 300

393749528 position (nts)

350



Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393749925 at nt 346

alignment score=3 , category=4 , p=0.999999990523942

—  Claavage Site 346
— All Othor Sites

1 1 1 | | I

0 100 200 300 400 500

i393749925 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393750125 at nt 156
alignment score=4 , category=2 , p=1

—  Clagvage Site 156
— All Other Sites

e

18 '” |

0 200 400 600

gi393750125 position (nts)




Reads

Reads

100 120

80

40

ptc-MIR319b-p5_1ss10TA slicing gi393750187 at nt 133
alignment score=4 , category=4 , p=1

—  Clagvage Site 133
— All Othor Sites

—

' !Il! I

0 200 400 600

qi393750187 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393750762 at nt 263
alignment score=4 , category=4 , p=1

= Cleavage Site 263
— All Other Sites

T T T T T T T
0 100 200 300 400 500 600

gi393750762 position (nts)




Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393751060 at nt 102
alignment score=4 , category=4 , p=1

—  Clagvage Site 102
— All Otheor Sites

Il

| I 1 ! I | |

0 100 200 300 400 500 600 700

gi393751060 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393751217 at nt 176
alignment score=4 , category=4 , p=1

—  Clagvage Site 176
— All Other Sites

e

| m | I.l || M II ‘hl .. f| Im WI l|

0 100 200 300 400 500

393751217 position (nts)




Reads

Reads

150

100

50

15

10

ptc-MIR319b-p5_1ss10TA slicing gi393751500 at nt 160
alignment score=4 , category=4 , p=1

—  Clagvage Site 160
—— All Other Sites

T T T T T 1
0 100 200 300 400 500

4i393751500 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393751826 at nt 530
alignment score=4 , category=2 , p=1

—  Clagvage Site 530
—— All Other Sites

‘
v.“ | JII Il |
1 I | I

0 100 200 300 400 500
qi393751826 position (nts)




Reads

Reads

12

10

ptc-MIR319b-p5_1ss10TA slicing gi393751982 at nt 523
alignment score=4 , category=4 , p=1

—  Clagvage Site 523
— All Othor Sites

| T 1 | I I T 1

0 100 200 300 400 500 600 700

gi393751982 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393752334 at nt 150
alignment score=4 , category=2 , p=1

—  Claavage Site 150
— All Other Sites

e

il

qi393752334 position (nts)




Reads

Reads

ptc-MIR319b-p5_1ss10TA slicing gi393752687 at nt 151
alignment score=4 , category=2 , p=1

—  Claavage Site 151
— All Other Sites

—

li i Al

0 200 400 600

393752687 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393753182 at nt 393
alignment score=3.5 , category=2 , p=0.999999999976774

—  Claavage Site 393
—— All Other Sites

e

IMII il

T T T
0

200 400 600

gi393753182 position (nts)




Reads

Reads

3.0

25

20

15

1.0

05

0.0

40

20

ptc-MIR319b-p5_1ss10TA slicing gi393754106 at nt 58

alignment score=4 , category=4 , p=1

—  Claavage Site 58
—— All Other Sies

T T
50 100

gi393754106 position (nts)

ptc-MIR319b~-p5_1ss10TA slicing gi393755901 at nt 68

alignment score=4 , category=4 , p=1

—  Claavage Site 63
—— All Other Sites

e

T T
200

o

T
400

gi393755901 position (nts)

T
600

800




Reads

Reads

150

100

100 120

80

40

ptc-MIR319b-p5_1ss10TA slicing gi393756182 at nt 92

alignment score=4 , category=4 , p=1

— Claavage Site 52
—— All Other Sites

ptc-MIR319b-p5_1ss10TA slicing gi393756205 at nt 249
alignment score=4 , category=4 , p=1

gi393756182 position (nts)

— Clagvage Site 249
—— All Other Sites

T T T
100 150 200

4393756205 position (nts)




Reads

Reads

15

10

10

ptc-MIR319b-p5_1ss10TA slicing gi393756254 at nt 444
alignment score=4 , category=2 , p=1

—  Claavage Site 444
— All Other Sites

ik | 1l r | iIJ“ |

0 200 400 600

393756254 position (nts)

ptc-MIR319b-p5_1ss10TA slicing gi393757025 at nt 814
alignment score=3.5 , category=2 , p=0.999999997215306

—— All Other Sites

1

|

JL T

T

0 200 400 600 800

393757025 position (nts)




Reads

Reads

3.0

25

20

15

1.0

05

0.0

10

ptc-miR390a slicing gi366887611 at nt 36

alignment score=4 | category=1, p=0.00691877123535134

— Cleavage Site 36
—— All Other Sites

—
-

ptc-miR393a-5p slicing gi366889364 at nt 393
alignment score=2 , category=0 , p=0.034273680562334

T T T
100 150 200

Qi366887611 position (nts)

250

300

— Claavage Site 393
—— All Other Sites

T T
200 300

Qi366889364 position (nts)



Reads

Reads

ptc-miR393a-5p slicing gi366889365 at nt 393
alignment score=2 , category=0 , p=0.034273680562334

—  Cleavage Site 393
—— All Other Sites

10
L

T T T T T
0 100 200 300 400

Qi366889365 position (nts)

ptc-miR393a-5p slicing gi366889396 at nt 393
alignment score=2 , category=0 , p=0.034273680562334

— Claavage Site 393
—— All Other Sites

10
L

T T T T T
0 100 200 300 400

Qi366889396 position (nts)




ptc-miR395a_1ss13GA slicing gi212378452 at nt 665
alignment score=3.5 , category=2 , p=0.617464209894666

— Clsavage Site 665
—— All Other Sites

Reads

fi il

T T T T T
0 200 400 600 800

i212378452 position (nts)

ptc-MIR395a-p5_1ss3GT slicing gi343702799 at nt 105
alignment score=3 , category=2 , p=0.999999993239842

—  Cleavage Site 105
—— All Other Sites

Reads

] 1 1 T I

0 200 400 600 800

i343702799 position (nts)




Reads

Reads

2.0

15

1.0

05

0.0

ptc-MIR395a~-p5_1ss3GT slicing gi366893760 at nt 7

alignment score=4 , category=4 , p=1

— Cleavage Sita 7

—— All Other Sites
T T T T T T
0 100 200 300 400 600

Qi366893760 position (nts)
ptc-MIR395a~-p5_1ss3GT slicing gi393392094 at nt 76
alignment score=3.5 , category=4 , p=0.999999905578701

—  Cleavage Sita 76

—— All Other Sites
T T T T T T
0 100 200 300 400 600

9393392094 position (nts)



Reads

Reads

1000 1500 2000 2500

500

ptc-miR395a_1ss13GA slicing gi393739681 at nt 506
alignment score=3.5 , category=2 , p=0.617464209894666

—  (Claavage Site 506
— All Other Sites

—

|
i M il

0 200 400 600

gi393739681 position (nts)

ptc-MIR395a~-p5_1ss3GT slicing gi393740799 at nt 57
alignment score=4 , category=2 , p=1

—  Claavage Sita 57
—— All Other Sites

| | —

T T T T
200 400 600

gi393740799 position (nts)




Reads

Reads

1000 1500 2000 2500

500

ptc-MIR395a~-p5_1ss3GT slicing gi393741730 at nt 59
alignment score=4 , category=2 , p=1

—  (Claavage Site 59
— All Other Sites

T 1 1 1

50 100 150 200

i393741730 position (nts)

ptc-MIR395a-p5_1ss3GT slicing gi393741883 at nt 324
alignment score=4 , category=2 , p=1

— Cleavage Site 324
— All Other Sites

T T T T
200 400 600

i393741883 position (nts)




Reads

Reads

ptc-MIR395a~-p5_1ss3GT slicing gi393744700 at nt 80
alignment score=3 , category=2 , p=0.999999993239842

= Claavage Site 80
—— All Other Sites

1

T T 1
0 200 400 600 800
i393744700 position (nts)

ptc-MIR395a~-p5_1ss3GT slicing gi393745753 at nt 91
alignment score=4 , category=4 , p=1

—  Claavage Site 91
—— All Other Sites

L

—

. 1l IM [ [18]] —

0 100 200 300 400

i393745753 position (nts)




Reads

Reads

14

12

10

14

12

10

ptc-MIR395a~p5_1ss3GT slicing gi393746028 at nt 86
alignment score=3.5 , category=4 , p=0,999999385733357

—  (Claavage Site 56
— All Other Sites
T T T T T T
0 100 200 300 400 500 600
i393746028 position (nts)

mdm~-MIR396b-p5 slicing gi51453520 at nt 245
alignment score=4 , category=4 , p=0.990295626026807

= Cleavage Sile 245
— All Other Sites

—

100

200

300 400

151453520 position (nts)

l Ml T

500 600

T
700




Reads

Reads

15

10

ptc-MIR396d~-p3_1ss5CA slicing gi170319934 at nt 287

alignment score=4 , category=2 , p=1

= Claavage Site 287
—— All Other Sites

J

I

0 100

lHI

!

‘

|

T T T T T T

200 300 400 500 600 700
qi170319934 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi171355257 at nt 120

alignment score=4 , category=4 , p=1

—  Clagvage Site 120
—— All Other Sites

I ! I I

100 150 200 250
Qi171355257 position (nts)




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi212377668 at nt 587
alignment score=4 , category=4 , p=1

—  (Claavage Site 587
— All Other Sites
T T T T T I Al !
0 100 200 300 400 500 600 700
Q212377668 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi212377722 at nt 586
alignment score=4 . category=4 , p=1

—  (Claavage Site 586

— All Other Sites

—

T
200

400

Qi212377722 position (nts)

MHJM

600 800



Reads

Reads

ptc-MIR396d-p3_1ss5CA slicing gi212378214 at nt 587
alignment score=4 , category=4 , p=1

= Claavage Site 587

— All Other Sites
1 I 1 I 1 I 1 I
0 100 200 300 400 500 600 700

Q212378214 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi212378592 at nt 552
alignment score=4 , category=4 , p=1

—  Clagvage Sita 552
—— All Other Sites

i

0 200 400 600 800

Qi212378592 position (nts)




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi212379353 at nt 587
alignment score=4 , category=4 , p=1

= Cleavage Site 587
— All Other Sites

(L0

200 400 600 800

Qi212379353 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi212379476 at nt 552
alignment score=4 , category=4 , p=1

—  (Claavage Site 552
— All Other Sites

Ll

0 200 400 600 800

Qi212379476 position (nts)




ptc-MIR396d-p3_1ss5CA slicing gi212380839 at nt 588
alignment score=4 , category=4 , p=1

—  (Claavage Site 538
— All Other Sites

Reads

T

200 400 600 800
gi212380839 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi212380938 at nt 587
alignment score=4 , category=4 , p=1

— Cleavage Sile 587
— All Other Sites

Reads

T L] T Ll

0 200 400 600 800

9i212380938 position (nts)




Reads

Reads

vvi-miR396b_L~-1R+3 slicing gi212381014 at nt 495
alignment score=4 , category=4 , p=0.60427498440731

—  (Claavage Site 495

— All Other Sites
14 1} T 1 1
0 200 400 600 800

9i212381014 position (nts)

nta-miR396a_R+1_1ss21GT slicing gi212381014 at nt 496
alignment score=4 , category=2 , p=0.568641793523432

—  (Claavage Site 496

— All Other Sites
14 1 T T 1
0 200 400 600 800

9i212381014 position (nts)




Reads

Reads

ptc-miR396b slicing gi212381014 at nt 496
alignment score=4 , category=2 , p=0.716693135746583

= Cleavage Sile 496
— All Other Sites

LN

0 200 400 600 800
9i212381014 position (nts)

ptc-miR396e slicing gi212381014 at nt 496
alignment score=3 , category=2 , p=0.660760758658567

— Cleavage Sile 496

— All Other Sites
14 1} T 1l 1
0 200 400 600 800

9i212381014 position (nts)




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi212381047 at nt 587
alignment score=4 , category=4 , p=1

—  (Claavage Site 587
— All Other Sites

0 200

i

400 600

gi212381047 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi220966035 at nt 38
alignment score=3 , category=2 , p=0.999999947174418

—  (Claavage Site 38

— All Other Sites
T T T T T T T
0 100 200 300 400 500 600

9i220966035 position (nts)




Reads

Reads

ptc-MIR396d-p3_1ss5CA slicing gi220966336 at nt 38
alignment score=3 , category=2 , p=0.999999947174418

—  Clagvage Site 38
—— All Other Sites

|

—

m mlu

o

100

ptc-MIR396d-p3_1ss5CA slicing gi220966392 at nt 38
alignment score=3 , category=2 , p=0.999999947174418

|

200 300

gi220966336 position (nts)

—  Claavage Site 38
—— All Other Sites

A

—

0

M‘ i

100

T
200 300

9i220966392 position (nts)

400




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi221071321 at nt 117
alignment score=4 , category=4 , p=1

—  Clagvage Site 117
— All Other Sites

0 100 200 300 400 500 600

gi221071321 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi222457813 at nt 121
alignment score=3 , category=2 , p=0.999999947174418

—  Clagvage Site 121
—— All Other Sites

A

—

I llll’l{l LI M

0 100 200 300 400 500 600
Qi222457813 position (nts)




Reads

Reads

14

12

10

mdm~-MIR396b~p5 slicing gi259016488 at nt 103

alignment score=4 , category=4 , p=0.990295626026807

—  Clagvage Site 103
— All Other Sites

pte-MIR396d-p3_1ss5CA slicing gi283049686 at nt 14

100

1

200

gi259016488 position (nts)

alignment score=3 , category=2 , p=0.999999947174418

—  Clagvage Site 14
— All Other Sites

|

|

1
I ‘ }I H'

1 I 1 1 1 1 1 1
0 100 200 300 400 500 600 700

Qi283049686 position (nts)



Reads

Reads

40

10

40

20

10

ptc-MIR396d~-p3_1ss5CA slicing gi284026217 at nt 168
alignment score=3.5 , category=4 , p=0.999999638343664

= Claavage Site 168
—— All Other Sites
i} J‘
I | I 1 I 1 I 1
0 50 100 150 200 250 300 350

Qi284026217 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi295345443 at nt 198
alignment score=3.5 , category=4 , p=0.999999638343664

—  Clagvage Site 198
—— All Other Sites

0i295345443 position (nts)




Reads

Reads

20

15

1.0

05

0.0

ptc-MIR396d-p3_1ss5CA slicing gi313605023 at nt 61

alignment score=4 , category=4 , p=1

—  Cleavage Site 61
—— All Other Sites

o

ptc-MIR396d~-p3_1ss5CA slicing gi343702789 at nt 130

I 1

100 200 300

9i313605023 position (nts)

alignment score=4 , category=4 , p=1

400

—— Cisavage Site 130
—— All Other Sites

| I |

100 150 200
Qi343702789 position (nts)




Reads

Reads

3.0

25

20

15

1.0

05

0.0

12

10

ptc-MIR396d-p3_1ss5CA slicing gi343702828 at nt 60

alignment score=2 , category=4 , p=0.999313464095144

— Cleavage Site 60
—— All Other Sites

T
100

Qi343702828 position (nts)

150

ptc-MIR396d-p3_1ss5CA slicing gi366886192 at nt 236
alignment score=4 , category=4 , p=1

—  Clagvage Site 236
—— All Other Sies

0 100

T
200

gi366886192 position (nts)

T
300

400




Reads

Reads

12

10

12

10

ptc-MIR396d~-p3_1ss5CA slicing gi366887690 at nt 236

alignment score=4 , category=4 , p=1

= Claavage Site Z36
—— All Other Sites

1 I 1

0 100 200 300 400

Qi3668B7690 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi366887701 at nt 236

alignment score=4 , category=4 , p=1

= Claavage Site Z36
—— All Other Sites

1l

!

0 100 200 300 400

Qi366887701 position (nts)




Reads

Reads

20

10

40

10

ptc-MIR396d-p3_1ss5CA slicing gi366888481 at nt 146
alignment score=3.5 , category=4 , p=0.999999638343664

— (Clsavage Sile 146
—— All Other Sites
%&lﬂ_ﬂuﬁ i
I I 1 1 I 1
0 50 100 150 200 250

Qi366888481 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi366888652 at nt 277
alignment score=3.5 , category=4 , p=0.999999638343664

= Cleavage Site 277
—— All Other Sites

' IM AN |
I I

0 100 200 300 400
Qi366888652 position (nts)




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi366888654 at nt 145
alignment score=3.5 , category=4 , p=0.999999638343664

— Claavage Sile 145
—— All Other Sites

10
L

M e

1 |

0 50 100 150 200 250

Qi366888654 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi366888841 at nt 276
alignment score=3.5 , category=4 , p=0.999999638343664

—  Clsavage Sits 276
—— All Other Sites

30
|

20
L

10
1

Qi366888841 position (nts)




Reads

Reads

14

12

10

mdm~-MIR396b-p5 slicing gi366892248 at nt 32
alignment score=4 , category=4 , p=0.990295626026807

—  Claavage Site 32
—— All Other Sites

J I 1 1 1
0 100 200 300 400

4i366892248 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi366895395 at nt 16
alignment score=3 , category=2 , p=0.999999947174418

—  Claavage Site 16
—— All Other Sites

1 1 I I |
0 100 200 300 400

Qi366895395 position (nts)




Reads

Reads

ptc-MIR396d-p3_1ss5CA slicing gi366895529 at nt 16
alignment score=3 , category=2 , p=0.999999947174418

—  Claavage Site 16
—— All Other Sites

—

o

100

ptc-MIR396d-p3_1ss5CA slicing gi366895727 at nt 16
alignment score=3 , category=2 , p=0.999999947174418

200 300

Qi366895529 position (nts)

400

Mu “\ﬂm

500

—  Claavage Site 16
—— All Other Sites

100

200 300 400

Qi366895727 position (nts)

T T T T T T
0

500

600



Reads

Reads

ptc-MIR396d-p3_1ss5CA slicing gi366896170 at nt 16
alignment score=3 , category=2 , p=0.999999947174418

—

—  Claavage Site 16

— All Other Sites

T T T T T T

0 100 200 300 400 500
Qi366896170 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi393389198 at nt 261
alignment score=3 , category=4 , p=0.999999999156409

= Claavage Site 261
—— All Other Sites

I 1 I

200 300 400

0i393385198 position (nts)




Reads

Reads

10

vvi=-miR396b_L-1R+3 slicing gi393390016 at nt 248

alignment score=4 , category=4 , p=0.60427498440731
— = Cisavage Sils 248
—— All Other Sites
-
-
)
| 1 1 | | 1 !
0 100 200 300 400 500 600
i393390016 position (nts)
nta-miR396a_R+1_1ss21GT slicing gi393390016 at nt 249
alignment score=4 , category=2 , p=0.648351544030783
— = Cisavage Sils 249
—— All Other Sites
-
_1
| l
| 1 1 | | 1 !
0 100 200 300 400 500 600

gi393390016 position (nts)




Reads

Reads

10

10

ptc-miR396b slicing gi393390016 at nt 249

alignment score=4 , category=2 , p=0.791472626915194

— = Cisavage Sils 249
—— All Other Sites
—
-
_1
| l
1 1 1 | | 1
0 100 200 300 400 500
i393390016 position (nts)
ptc-miR396e slicing gi393390016 at nt 249
alignment score=3 , category=2 , p=0.739129187695827
— = Cisavage Sils 249
—— All Other Sites
—
-
_1
| l
| 1 1 | | 1
0 100 200 300 400 500

gi393390016 position (nts)




ptc-MIR396d-p3_1ss5CA slicing gi393390983 at nt 163
alignment score=3.5 , category=2 , p=0.999998563157926

10

= Cleavage Site 163
—— All Other Sites

Reads

1 | I I

0 50 100 150 200 250 300

i393390983 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi393392488 at nt 213
alignment score=4 , category=4 , p=1

— Claavage Site 213
—— All Other Sites

Reads

T T T T
0 100 200 300

i393392488 position (nts)




Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi393393739 at nt 207
alignment score=4 , category=4 , p=1

= Claavage Site 207
—— All Other Sites

il

1 T
100 200 300 400

o

qi393393739 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi393738856 at nt 401
alignment score=4 , category=4 , p=1

— Claavage Site 401
—— All Other Sites

| | 1 J I

0 200 400 600 800

Qi393738856 position (nts)




Reads

Reads

ptc-MIR396d-p3_1ss5CA slicing gi393740518 at nt 281
alignment score=3 , category=2 , p=0.999999947174418

—  (Claavage Site 231
—— All Other Sites

L

|

—

T

| Mr |

T I

0 200 400 600 800

i393740518 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi393741151 at nt 248

alignment score=4 , category=4 , p=1

—  (Claavage Site 248

— All Other Sites.

T

0 100

T 1 T I T 1

200 300 400 500 600 700

i393741151 position (nts)




Reads

Reads

30

25

20

15

10

14

12

10

ptc-MIR396d-p3_1ss5CA slicing gi393741904 at nt 809

alignment score=3.5 , category=2 , p=0.999999945331213

—  (Claavage Site BO9
— All Other Sites

-t
4

1 T

400 600

i393741904 position (nts)

800

mdm~-MIR396b~p5 slicing gi393741998 at nt 247
alignment score=4 , category=4 , p=0.990295626026807

= Cleavage Sile 247
— All Other Sites

—

| .hHHH i

m .

100

T
200 300 400

i393741998 position (nts)

500

600

700



ptc-MIR396d-p3_1ss5CA slicing gi393744303 at nt 544
alignment score=4 , category=4 , p=1

Reads

Reads

= Clagvage Sita 544
— All Other Sites

T T T T 1

0 200 400 600 800

i393744303 position (nts)
ptc-miR396e slicing gi393746173 at nt 193
alignment score=4 , category=4 , p=0.843401712034165

—  Clagvage Site 193
— All Other Sites

T T T T T T
0 100 200 300 400 500

i393746173 position (nts)



Reads

Reads

3.0

25

20

15

1.0

05

0.0

ptc-miR396e slicing gi393746583 at nt 428
alignment score=4 , category=0 , p=0.0291572184941101

— Claavage Sile 428
—— All Other Sites

-

T T T T
0 100 200 300 400 500

4393746583 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi393747355 at nt 110
alignment score=4 , category=4 , p=1

— Claavage Site 110
—— All Other Sites

T T T T T
0 50 100 150 200

Qi393747356 position (nts)

250



Reads

Reads

14

12

10

40

30

20

10

mdm~-MIR396b-p5 slicing gi393748313 at nt 240
alignment score=4 , category=4 , p=0.990295626026807

— Cleavage Site 240
—— All Other Sites

—

{1kl T,

0 200

ptc-MIR396d-p3_1ss5CA slicing gi393748545 at nt 664
alignment score=3.5 , category=4 , p=0.999999638343664

400 600

9i393748313 position (nts)

= Claavage Site 664
—— All Other Sites

|

T T
400 600

i393748545 position (nts)




Reads

Reads

40

30

20

10

40

20

10

ptc-MIR396d-p3_1ss5CA slicing gi393749183 at nt 829
alignment score=3.5 , category=4 , p=0,999999638343664

—  (Claavage Site 829
— All Other Sites

-t
g

T T T
400 600 800

g

gi393749183 position (nts)

ptc-MIR396d-p3_1ss5CA slicing gi393749433 at nt 547
alignment score=3.5 , category=4 , p=0.999999638343664

= Cleavage Sile 547
— All Other Sites

T T T T T T T
100 200 300 400 500 600

i393749433 position (nts)

700



Reads

Reads

ptc-MIR396d~-p3_1ss5CA slicing gi393749564 at nt 519
alignment score=4 , category=4 , p=1

—  Clagvage Sita 519
—— All Other Sites

L

0 200 400 600
Qi393749564 position (nts)

ptc-MIR396d~-p3_1ss5CA slicing gi393749877 at nt 119
alignment score=4 , category=4 , p=1

—  Claavage Site 119
—— All Other Sites

T

0 100 200 300
Qi393749877 position (nts)

400




Reads

Reads

25

20

15

10

ptc-MIR396d-p3_1ss5CA slicing gi393750864 at nt 562

alignment score=4 , category=4 , p=1

—  (Claavage Site 562
— All Other Sites

200

ptc-MIR396d-p3_1ss5CA slicing gi393751111 at nt 197

400

i393750864 position (nts)

i

600

alignment score=4 , category=4 , p=1

= Cleavage Site 197
— All Other Sites

200

T
400

gi393751111 position (nts)

600

800




Reads

Reads

3.0

25

20

15

1.0

05

0.0

12 14

10

ptc-MIR396d-p3_1ss5CA slicing gi393751629 at nt 26
alignment score=2 , category=4 , p=0.999313464095144

—  (Claavage Site 26
— Al Othar Sites
I I 1 1 1 1 I
0 50 100 150 200 250 300
i393751629 position (nts)

mdm-~MIR396b-p5 slicing gi393752237 at nt 242
alignment score=4 , category=4 , p=0.990295626026807

—  Claavage Site 242
— All Other Sites

—

IhHMH Il M |

200

400 600 800
gi393752237 position (nts)




Reads

Reads

14

12

10

14

12

10

mdm~-MIR396b-p5 slicing gi393753170 at nt 231
alignment score=4 , category=4 , p=0.990295626026807

~— Cleavage Sile 231
—— All Other Sites

—

] Pl TV

0 200 400 600

i393753170 position (nts)

mdm~-MIR396b-p5 slicing gi393756422 at nt 231
alignment score=4 , category=4 , p=0.990295626026807

= Cleavage Site 231
—— All Other Sites

—

i "™

0 200 400 600
i393756422 position (nts)

800




Reads

Reads

nta-miR398_R+1 slicing gi393389492 at nt 101
alignment score=4 , category=2 , p=0.648351544030783

—  Claavage Site 101
—— All Other Sites

I 1 I 1 I 1 1

0 100 200 300 400 500 600

i393389492 position (nts)

ptc-miR398c slicing gi393389492 at nt 101
alignment score=4 , category=2 , p=0.648351544030783

700

—  Clagvage Site 101
—— All Other Sites

T T T T T T T
0 100 200 300 400 500 600

9i393389492 position (nts)



Reads

Reads

nta-miR398_R+1 slicing gi393748835 at nt 100
alignment score=4 |, category=2 , p=0.648351544030783

—  Clagvage Site 100
— All Other Sites

0 200 400 600 800

i393748835 position (nts)

ptc-miR398c slicing gi393748835 at nt 100
alignment score=4 , category=2 , p=0.648351544030783

—  Clagvage Site 100
—— All Other Sites

200 400 600 800

i393748835 position (nts)




Reads

Reads

15

10

25

20

15

1

10

zma-MIR408a-p5_1ss4GT slicing gi51453359 at nt 222
alignment score=3.5 , category=2 , p=0.99998412444739

— Clagvage Site 222
—— All Other Sites

T T T T T T
0 50 100 150 200 250 300

151453359 position (nts)

zma-MIR408a-p5_1ss4GT slicing gi51453947 at nt 245
alignment score=3.5 , category=2 , p=0.99998412444739

—  Clagvage Site 245
—— All Other Sites

1

A

0 100 200 300 400 500 600

i51453947 position (nts)




Reads

Reads

12

10

zma-MIR408a-p5_1ss4GT slicing gi55281989 at nt 173
alignment score=4 , category=4 , p=1

—  Clagvage Site 173
—— All Other Sites

| | 1 1

0 200 400 600

i55281989 position (nts)

nta-miR408_R+1 slicing gi206583693 at nt 127
alignment score=2.5 , category=2 , p=0.999776961082861

—  Clagvage Site 127
—— All Other Sites

LI

0 200 400 600
Qi206583693 position (nts)




Reads

Reads

nta-miR408_R+1 slicing gi212377727 at nt 552
alignment score=3.5 , category=4 , p=0.972527104259219

—  Claavage Sita 552
—— All Other Sites

T T T T
0 200 400 600

Qi212377727 position (nts)

nta-miR408_R+1 slicing gi212378124 at nt 650
alignment score=3.5 , category=4 , p=0.972527104259219

—  Claavage Site 650
—— All Other Sites

T T T
0 200 400 600

Q212378124 position (nts)




Reads

Reads

nta-miR408_R+1 slicing gi224708643 at nt 127

alignment score=2.5 , category=2 , p=0.999776961082861

— Cleavage Site 127
—— All Other Sites

[

T T T
0 200 400 600

gi224708643 position (nts)

nta-miR408_R+1 slicing gi224708735 at nt 127
alignment score=3 , category=2 , p=0.417557521001917

— Claavage Site 127
—— All Other Sites

T [

]

0 200 400 600
gi224708735 position (nts)




Reads

Reads

30

10

3.0

25

20

15

1.0

05

0.0

zma~MIR408a-p5_1ss4GT slicing gi224708755 at nt 216
alignment score=3.5 , category=2 . p=0.99998412444739

—  (Claavage Site 216
— All Other Sites

—

00 0 ) I“l‘nulll‘ ‘

n“u l

T T
0 200

I 1

400 600

Qi224708755 position (nts)

T
800

zma~MIR408a-p5_1ss4GT slicing gi366891697 at nt 113
alignment score=4 , category=1, p=0.559238953550974

— (Claavage Site 113
— All Other Sites

T 1

50 100

Qi366891697 position (nts)

150




Reads

Reads

3.0

25

20

15

1.0

05

0.0

30

10

zma~-MIR408a-p5_1ss4GT slicing gi366893443 at nt 345

alignment score=3 , category=4 , p=0.999999999999792

—  Clagvage Site 345
—— All Other Sites

—
—

o
8

zma~MIR408a-p5_1ss4GT slicing gi366896582 at nt 207

1 1

200 300
Qi3668983443 position (nts)

400

alignment score=3.5 , category=2 , p=0.99998412444739

—  Clagvage Site 207
—— All Other Sites

o

100

1 | |

200 300 400
Qi366896582 position (nts)

600



Reads

Reads

12

10

zma~MIR408a-p5_1ss4GT slicing gi393389199 at nt 320

alignment score=4 , category=2 , p=1

—  (Claavage Site 320
— All Other Sites

1

—

Il

100

| ll\m I

200 300 400 500 600

9i393385199 position (nts)

zma~MIR408a-p5_1ss4GT slicing gi393740035 at nt 218

alignment score=4 , category=4 , p=1

— (Claavage Site 218
— All Other Sites

T T T
200 400 600

9i393740035 position (nts)




Reads

Reads

15

10

nta-miR408_R+1 slicing gi393740307 at nt 413
alignment score=3.5 , category=4 , p=0.972527104259219

— Cleavage Site 413
—— All Other Sites

I 1

|

200 300 400

4i393740307 position (nts)

500

zma-MIR408a-p5_1ss4GT slicing gi393742479 at nt 24
alignment score=4 , category=3 , p=0.999999844106125

= Cleavage Sile 24
—— All Other Sites

|

T T
100 150

i393742479 position (nts)

T
200

250




Reads

Reads

3.0

25

20

15

1.0

05

0.0

3.0

25

20

15

1.0

05

0.0

zma~MIR408a-p5_1ss4GT slicing gi393743422 at nt 143

alignment score=4 , category=4 , p=1

— Claavage Sile 143

—— All Other Sites

I 1 |

100 200 300 400

0i393743422 position (nts)

zma~MIR408a-p5_1ss4GT slicing gi393743692 at nt 170

alignment score=4 , category=4 , p=1

—  Clsavage Site 170

—— All Other Sites

100

T T T
200 300 400

9i393743692 position (nts)




Reads

Reads

12

10

zma~MIR408a-p5_1ss4GT slicing gi393743990 at nt 298

alignment score=4 , category=4 , p=1

= Claavage Site 298
—— All Other Sites

N

WAL |

1

100 200 300 400
9i393743990 position (nts)

nta-miR408_R+1 slicing gi393744371 at nt 643
alignment score=3.5 , category=4 , p=0.972527104259219

—  Clagvage Site 643
—— All Other Sites

T T T
200 400 600

9i393744371 position (nts)




Reads

Reads

15

10

3.0

25

20

15

1.0

05

0.0

zma~MIR408a-p5_1ss4GT slicing gi393745957 at nt 190
alignment score=3.5 , category=2 , p=0.99998412444739

—  (Clsavage Site 190
—— All Other Sites

I 1 I 1 I 1 I
0 50 100 150 200 250 300

4i393745957 position (nts)

zma~MIR408a-p5_1ss4GT slicing gi393747102 at nt 237

alignment score=4 , category=4 , p=1

= Cleavage Site 237
—— All Other Sites

1 I |

0 100 200 300 400

i393747102 position (nts)



Reads

Reads

30

10

12

10

zma-MIR408a-p5_1ss4GT slicing gi393747473 at nt 52
alignment score=4 , category=3 , p=0.999999844106125

—  Claavage Sita 52
—— All Other Sites

lhlﬂk
I 1 | | 1

100 200 300 400 500

o

i393747473 position (nts)

zma~-MIR408a-p5_1ss4GT slicing gi393749725 at nt 279
alignment score=4 , category=4 , p=1

—  Claavage Site 279
—— All Other Sites

T T T T T
400 600 800

g

i393749725 position (nts)



Reads

Reads

15

10

15

10

nta-miR408_R+1 slicing gi393749899 at nt 123
alignment score=2.5 , category=2 , p=0.999776961082861

— Clsavage Site 123
—— All Other Sites

—

T T T T
0 100 200 300 400 500

i393749899 position (nts)

nta-miR408_R+1 slicing gi393750043 at nt 131
alignment score=2.5 , category=2 , p=0.999776961082861

—  Cleavage Site 131
—— All Other Sites
l I I lll
1 1 I I | |
0 100 200 300 400 500

Qi393750043 position (nts)




Reads

Reads

nta-miR408_R+1 slicing gi393751157 at nt 125

alignment score=2 , category=0 , p=0.0115576242483197
— Cleavage Sile 125
—— All Other Sites
1 1 1 1 I
0 100 200 300 400

4i393751157 position (nts)

nta-miR408_R+1 slicing gi393751598 at nt 124
alignment score=2.5 , category=2 , p=0.999776961082861

— Claavage Site 124
—— All Other Sites

| ]

T T T T T T
0 100 200 300 400 500

4i393751598 position (nts)




Reads

Reads

15

10

nta-miR408_R+1 slicing gi393751677 at nt 121
alignment score=2.5 , category=2 , p=0.999776961082861

—  Cleavage Site 121
—— All Other Sites
l l | | L Ilh_
T 1 1 T T
0 100 200 300 400 500

Qi393751677 position (nts)

nta-miR408_R+1 slicing gi393751996 at nt 123
alignment score=2.5 , category=0 , p=0.137528944087523

— Cleavage Site 123
—— All Other Sites

T T T
100 150 200

i393751996 position (nts)

250 300




Reads

Reads

15

10

15

10

nta-miR408_R+1 slicing gi393752580 at nt 125
alignment score=2.5 , category=2 , p=0.999776961082861

— Cleavage Sile 125
—— All Other Sites

l ||

Ll

T T T T T
0 100 200 300 400

4i393752580 position (nts)

500

nta-miR408_R+1 slicing gi393752762 at nt 123
alignment score=2.5 , category=2 , p=0.999776961082861

— Cieavage Site 123

— All Other Sites

I l I Ll Ill
T T T T T T
0 100 200 300 400 500

Qi393752762 position (nts)

600



Reads

Reads

15

10

nta-miR408_R+1 slicing gi393752798 at nt 132
alignment score=2.5 , category=2 , p=0.999776961082861

— Cleavage Site 132
—— All Other Sites

0 100

| |

T T
200 300 400

Qi393752798 position (nts)

[

500

nta-miR408_R+1 slicing gi393752927 at nt 122
alignment score=2.5 , category=2 , p=0.999776961082861

— (Clsavage Site 122
— All Other Sites

| | I lﬂll
0 100 200 300 400 500

Qi393752927 position (nts)




Reads

Reads

12

10

nta-miR408_R+1 slicing gi393753536 at nt 282
alignment score=3.5 , category=4 , p=0.972527104259219

—  Claavage Site 282
— All Other Sites

—

il

200 300
Qi393753536 position (nts)

400

zma~-MIR408a-p5_1ss4GT slicing gi393753685 at nt 286

alignment score=4 , category=4 , p=1

= Claavage Site 286
—— All Other Sites

T T
0 100

T T T T
200 300 400 500

9i393753685 position (nts)

600

700




Reads

Reads

30

10

zma~-MIR408a-p5_1ss4GT slicing gi393754335 at nt 209
alignment score=3.5 , category=2 , p=0.99998412444739

—

—  Clagvage Site 209
—— All Other Sies
il Tt YN AT |
T T T T T T 1
0 100 200 300 400 500 600
qi393754335 position (nts)
nta-miR408_R+1 slicing gi393757166 at nt 145
alignment score=3.5 , category=4 , p=0.972527104259219
—  Claavage Site 145
—— All Othor Sites
! ] 1 1 I ] 1
0 50 100 150 200 250 300 350

gi393757166 position (nts)



Figure S4 t-plot for targets of the known miRNA found in +C and —C libraries of camellia sinensis.
Signature abundance throughout the length of the transcript is show. Arrows indicate signature
consistent with miRNA-directed cleavage.



