
 

Additional file 1. Correlation between RNA-seq data and quantitative real-time PCR 

analysis. To validate the accuracy and to evaluate the distortion that occurred during library 

preparation, the transcriptional levels of seventeen genes, which had only one transcriptional 

variant and no paralogs in their genome, were analyzed by quantitative real-time PCR (qRT-PCR). 

The Spearman correlation values of gene expression obtained by qRT-PCR and RNA-seq methods 

were 0.7, 0.7 and 0.8 for gametophore, protonema and protoplast samples, respectively. We used 

the median value of different repeats of RNA-seq for each sample. 

  


