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Figure S35. Correlations of the seedling development traits and the gene expression levels across all 509 inbreds.

In

the diagonal panel the traits and candidate genes are listed. In the upper panel the filled portion of the pie and in the
lower panel the depth of the shading indicated the magnitude of the correlations. Negative correlations are colored red and

positive correlations blue.
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Figure S36. Correlations of the seedling development traits and the gene expression levels across the inbreds of the
MCLUST group 1. In the diagonal panel the traits and candidate genes are listed. In the upper panel the filled portion of
the pie and in the lower panel the depth of the shading indicated the magnitude of the correlations. Negative correlations
are colored red and positive correlations blue.
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Figure S37. Correlations of the seedling development traits and the gene expression levels across the inbreds of the
MCLUST group 2. In the diagonal panel the traits and candidate genes are listed. In the upper panel the filled portion of
the pie and in the lower panel the depth of the shading indicated the magnitude of the correlations. Negative correlations
are colored red and positive correlations blue.
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Figure S38. Correlations of the seedling development traits and the gene expression levels across the inbreds of the
MCLUST group 3. In the diagonal panel the traits and candidate genes are listed. In the upper panel the filled portion of
the pie and in the lower panel the depth of the shading indicated the magnitude of the correlations. Negative correlations
are colored red and positive correlations blue.



