	Sl. no
	Gene name
	LOC No.
	Function
	(Motif)repeats
	Location in gene sequence
	Reference

	1
	OsSIK1
	LOC_Os06g03970
	Signalling, Kinase
	(CT)6 and (AG)6
	5'UTR and 5'UTR 
	


[1] ADDIN EN.CITE 

	2
	OsSNAC1
	LOC_Os03g60080
	TF
	(CG)5 and (GCC)6
	3'UTR and CDS
	[2]

	3
	OsCOIN
	LOC_Os01g01420.1
	RING finger TF
	(CGA)6 and (GATA)5
	CDS and 5'UTR
	[3]

	4
	OsNAC5
	LOC_Os11g08210
	TF
	(TAA)18
	3’UTR
	[4]

	5
	OsBIHD1
	LOC_Os03g47740
	TF (HD)
	(GA)5 and (CT)7
	5'UTR and 5'UTR 
	[5]

	6
	OsSKC1
	LOC_Os01g20160.1
	Functional, ion-transporter
	(TA)5 and (GCA)6
	Intronic and CDS
	
 ADDIN EN.CITE 
[6]


	7
	OsSOS2
	LOC_Os06g40370
	Signalling, Kinase
	(CT)7
	Intronic
	[7]

	8
	OsDREB1A
	LOC_Os09g35030
	DNA binding protein
	(AC)5, (GC)5 and (CGG)6
	5'UTR, CDS and CDS
	


[8] ADDIN EN.CITE 

	9
	OsTPS1
	LOC_Os05g44210
	Functional, Trehalose biosynthesis
	(GC)5 and (TCC)5
	5'UTR and CDS 
	


[9] ADDIN EN.CITE 

	10
	OsRab7
	LOC_Os05g44050
	Signalling GTP binding
	(CCT)5
	5'UTR
	


[10] ADDIN EN.CITE 

	11
	ONAC045
	LOC_Os11g03370
	TF
	(CGA)5 and (TGC)6
	Intronic and 3'UTR
	[11]

	12
	OsZFP182
	LOC_Os03g60560
	TF
	(CGG)5
	CDS
	


[12] ADDIN EN.CITE 

	13
	OsZFP252
	LOC_Os12g41660
	TF
	(GGC)6, (CCT)6, (CCG)7, (GCC)5 and (ACT)5
	CDS, CDS, CDS, CDS and 3'UTR
	[13]

	14
	OsSNAC2
	LOC_Os01g66120
	TF
	(GT)5
	3'UTR
	


[14] ADDIN EN.CITE 

	15
	OsDST
	LOC_Os03g57240
	TF, H2O2-homeostasis
	(GCC)5, (CGG)5 and (CCG)7
	CDS, CDS and 3'UTR
	


[15] ADDIN EN.CITE 

	16
	OsTZF1
	LOC_Os05g10670
	TF,ZF
	(GT)5, (GCG)5, (CCG)6 and (CGC)6
	3'UTR, CDS, CDS and CDS
	


[16] ADDIN EN.CITE 

	17
	OsWRKY45
	LOC_Os05g25770
	TF
	(GCG)7
	CDS
	[17]

	18
	OsNAC6
	LOC_Os01g66120
	TF
	(GT)5
	3'UTR
	


[18] ADDIN EN.CITE 

	19
	OsCIPK15
	LOC_Os11g02240
	Signalling
	(CT)6
	5'UTR
	[19]

	20
	OsCam1-1
	LOC_Os03g20370
	Signalling
	(GAA)5
	5'UTR
	[20]

	21
	OsCML5
	LOC_Os12g41110
	Signalling
	(TCT)7
	5'UTR
	[21]

	22
	OsMyb3R-2
	LOC_Os01g62410
	TF
	(GTG)7 and (GGC)5
	5'UTR and CDS 
	[22]

	23
	OsMyb2
	LOC_Os03g20090
	TF
	(GC)7, (GCA)5 and (CATC)5
	3'UTR, intronic and 5'UTR
	[23]

	24
	OsCPK-21
	LOC_Os08g42740.3
	Signalling, Kinase
	(TC)11 and (GGA)5
	Intronic and CDS
	


[24] ADDIN EN.CITE 

	25
	OsBIERF3
	LOC_Os02g43790
	TF
	(GGA)5 and (GCC)5
	CDS and CDS
	[25]

	26
	OsERF922
	LOC_Os01g54890
	TF
	(GTC)7
	CDS
	[26]

	27
	OsHsfA7
	LOC_Os01g39020
	TF, Chaperon
	(TCC)7
	CDS
	[27]

	28
	OsDREB1F
	LOC_Os01g73770.1
	TF
	(GC)5 and (CG)5
	CDS  and CDS
	


[28] ADDIN EN.CITE 

	29
	OsAKT1
	LOC_Os01g45990
	Functional, Ion transport
	(CGG)5
	CDS
	[29]

	30
	OrbHLH001
	LOC_Os01g70310.1
	TF 
	(GGC)6, (GGA)5 and (CCA)8
	CDS, CDS and CDS
	


[30] ADDIN EN.CITE 

	31
	OrbHLH2
	LOC_Os11g32100
	TF 
	(GGT)5 and (CGG)6
	CDS and CDS
	


[31] ADDIN EN.CITE 

	32
	OsECS
	LOC_Os05g03820.3
	Functional, antioxidation
	(TA)6 and (GGA)5
	3'UTR and CDS
	


[32] ADDIN EN.CITE 

	33
	H+- ATPase/OSA3
	LOC_Os12g44150.1
	Functional,Ion-transporter
	(TC)7 and (CA)6
	Intronic and intronic
	[33]

	34
	OsCBSX4
	LOC_Os03g52690
	Regulatory, Adenosine binding 
	(TCC)7
	5'UTR
	


[34] ADDIN EN.CITE 

	35
	OsP5CR
	LOC_Os01g71990
	Functional, Osmoprotection
	(CCT)8
	5'UTR
	[35]

	36
	OsiSAP8
	LOC_Os06g41010.1
	Signalling, protein binding
	(AT)7
	5'UTR
	


[36] ADDIN EN.CITE 

	37
	OsHsfC1b
	LOC_Os01g53220
	TF, chaperon
	(GA)5 
	3'UTR
	[37]

	38
	OsSERF1
	LOC_Os05g34730
	TF, Inhibition of MAPK cascade
	(CCG)5
	CDS
	[38]

	39
	Osr40c1
	LOC_Os03g21040.2
	ABA responsive protein
	(CGG)6
	CDS
	[39]

	40
	OsGMST1
	LOC_Os02g17500
	Functional, Sugar transporter
	(AG)10
	5'UTR
	


[40] ADDIN EN.CITE 

	41
	OsCPK17
	LOC_Os07g06740.2
	Signalling, Kinase
	(CT)9 and (CT)11
	3'UTR and 3'UTR
	[41]

	42
	OsAOX1a
	LOC_Os04g51150.1
	Functional, electron transport
	(CGG)8
	CDS
	[42]

	43
	OsAOX1b
	LOC_Os04g51160
	Functional, electron transport
	(CGG)5
	CDS
	[42]

	44
	OsCAX
	LOC_Os02g04630
	Functional, Ion-channel
	(CT)18 and (TTA)26
	Intronic and Intronic
	[43]

	45
	OsTPC1
	LOC_Os01g48680
	Functional, Ion-channel
	(GCG)5 and (TTA)5
	CDS and intron
	[43]

	46
	OsBADH1
	LOC_Os04g39020.1
	Functional, Osmoprotection
	(AGC)5
	5'UTR
	[44]

	47
	OsC3H33
	LOC_Os05g03760
	Regulatory, RNA processing
	(CG)5, (CGC)5 and (GGC)6
	CDS, CDS and CDS
	[45]

	48
	OsC3H37
	LOC_Os05g45020
	Regulatory, RNA processing
	(ATT)5
	3'UTR
	[45]

	49
	OsC3H50
	LOC_Os07g38090
	Regulatory, RNA processing
	(TC)9
	5'UTR
	[45]

	50
	OsHKT8
	LOC_Os01g20160
	Functional, Ion transport
	(TA)5 and (GCA)6
	Intronic and CDS
	[46]

	51
	OSMT1e-P
	LOC_Os11g47809.1
	Cysteine-rich, metal binding
	(GT)8
	3'UTR
	[47]

	52
	OsTIFY11a
	LOC_Os03g08310
	Regulatory
	(GCC)7
	CDS
	


[48] ADDIN EN.CITE 

	53
	OsWRKY-13
	LOC_Os01g54600
	TF
	(GA)9 and (AG)16
	5'UTR and 5'UTR 
	


[49] ADDIN EN.CITE 

	54
	OsCML8
	LOC_Os10g25010
	Regulatory, Ca2+-binding
	(CGG)9
	CDS
	[50]

	55
	OsCML11
	LOC_Os01g32120
	Regulatory, Ca2+-binding
	(CAG)10
	CDS
	[50]

	56
	OsCML31
	LOC_Os01g72530.1
	Regulatory, Ca2+-binding
	(AT)40
	3'UTR
	


[51] ADDIN EN.CITE 

	57
	OsABP
	LOC_Os06g33520
	Regulatory, Helicase
	(TA)5
	CDS
	
 ADDIN EN.CITE 
[52]


	58
	OsSKIPa
	LOC_Os02g52250
	Regulatory, Spliceosome component
	(GA)5 and (GCG)6
	CDS and CDS
	
 ADDIN EN.CITE 
[53]


	59
	OsMIOX
	LOC_Os06g36560.1
	Balances the concentration of myo-inositol
	(TC)6 and (CGG)5
	Intronic and CDS
	
 ADDIN EN.CITE 
[54]


	60
	OsCA1
	LOC_Os01g45274.1
	Chloroplast carbonic anahydrase
	(CT)5,(CG)5,(CT)9,(CCG)6,(TCC)7,(AGC)6 and(CTG)5
	Intronic, intronic, intronic, CDS, CDS, intronic and intronic
	[55]

	61
	OsAPXb
	LOC_Os07g49400.2
	Functional, Antioxidation
	(TTC)6
	Intronic
	[56]

	62
	OsPUB15
	LOC_Os08g01900
	Functional, ubiquitination
	(TCC)5
	5'UTR
	
 ADDIN EN.CITE 
[57]


	63
	OsRacB
	LOC_Os02g02840.1
	Signalling, GTPase
	(GA)21,(TTC)9,(TTC)5
	5'UTR, intronic and intronic
	[58]

	64
	OsSDIR1
	LOC_Os03g16570.2
	Functional, ubiquitination
	(GTG)7
	5'UTR
	
 ADDIN EN.CITE 
[59]


	65
	OsUGE-1
	LOC_Os05g51670.1
	Functional, nucleotide sugar interconversion
	(TC)9,(AT)8,(AT)6,(AGC)5,(TAC)6,(CTTC)5,(TCGG)5
	Intronic, intronic, intronic, 3'UTR, 3'UTR, intronic, intronic
	[60]

	66
	OsWNK1
	LOC_Os07g38530.1
	Signalling, Kinase 
	(AGC)6
	5'UTR
	[61]

	67
	OsHsp90
	LOC_Os06g50300.1
	Functional, Heat shock
	(CTC)8
	CDS
	
 ADDIN EN.CITE 
[62]


	68
	OsGR3
	LOC_Os10g28000
	Functional, Reduces GSSG
	(AT)5
	Intronic
	
 ADDIN EN.CITE 
[63]


	69
	OsMGD
	LOC_Os02g55910.1
	Functional, Lipid Biosynthesis
	(TC)7,(CGT)7
	5'UTR and CDS 
	
 ADDIN EN.CITE 
[64]


	70
	OsMSRMK3
	LOC_Os06g48590.1
	Signalling, Kinase
	(CT)12,(CT)5,(TCC)7
	5'UTR, 5'UTR and 5'UTR
	
 ADDIN EN.CITE 
[65]


	71
	OsTOP6A3
	LOC_Os03g17610.1
	Functional, Topoisomerase
	(GTC)7
	CDS
	
 ADDIN EN.CITE 
[66]


	72
	OsCDKC;1
	LOC_Os01g72790.1
	Regulatory, Kinase
	(TC)5
	Intronic
	
 ADDIN EN.CITE 
[67]


	73
	OsCLC-1
	LOC_Os02g35190.2
	Functional, Ion transport
	(CA)5,(AGA)11,(GCG)5
	5'UTR, 5'UTR and 5'UTR
	
 ADDIN EN.CITE 
[68]


	74
	OsGGT
	LOC_Os10g40640.1
	Functional, Glycosylation
	(TC)5,(CTA)6
	Intronic and 5'UTR
	
 ADDIN EN.CITE 
[69]


	75
	OsOXHS2
	LOC_Os01g03570
	Regulatory, protein-protein interaction
	(CCG)5,(CCA)6
	5'UTR and CDS 
	
 ADDIN EN.CITE 
[70]


	77
	OsbZIP71
	LOC_Os09g13570
	TF
	(TA)12 and (AT)7
	5'UTR and intronic
	
 ADDIN EN.CITE 
[71]


	78
	OsMAPK44
	LOC_Os08g06060.1
	Signalling, Kinase
	(GGC)6 and (CGG)5
	CDS and CDS
	[72]

	79
	OsDSM1
	LOC_Os02g50970
	Signalling, Kinase
	(CGG)7
	5'UTR
	[73]

	80
	OsAPX4
	LOC_Os08g43560.1
	Functional, anti-oxidation
	(TA)5
	Intronic
	[74]

	81
	OsglyII
	LOC_Os09g34100.1
	Functional, glyoxalate-pathway
	(GCG)5
	5'UTR
	[75]

	82
	OsMSRB
	LOC_Os06g27760
	Functional, antioxidation 
	(TCG)6
	CDS
	[76]

	83
	Osmyb4
	LOC_Os04g43680.1
	TF
	(GCC)5
	CDS
	
 ADDIN EN.CITE 
[77]


	84
	OsNOA1
	LOC_Os02g01440
	Functional, NO synthesis
	(AATC)5
	Intronic
	[78]

	85
	OsPEX11-1
	LOC_Os03g02590
	Functional, peroxisomal biogenesis
	(TG)19
	Intronic
	
 ADDIN EN.CITE 
[79]


	86
	OsSRWD2
	LOC_Os02g48964
	Regulatory, Chromatin modification,Transcription
	(CG)5
	5'UTR
	[80]

	87
	OsSRWD3
	LOC_Os06g07540
	Regulatory, Chromatin modification,Transcription
	(TA)8,(TC)5
	Intronic and intronic
	[80]

	88
	OsSRWD4
	LOC_Os08g31560
	Regulatory, Chromatin modification,Transcription
	(CGC)5
	Intronic
	[80]

	89
	OsSRWD5
	LOC_Os03g26870
	Regulatory, Chromatin modification,Transcription
	(AT)7, (AT)5 and (CGC)5
	Intronic, intronic and 3'UTR
	[80]

	90
	OsSRZ1
	LOC_Os02g10920.4
	Regulatory,  Splicing
	(GCC)7
	5'UTR
	[81]

	91
	OsDBH1
	LOC_Os04g40970
	DEAD- box, ATP dependent RNA helicase
	(TA)5 and (CCT)7
	3'UTR and CDS
	
 ADDIN EN.CITE 
[82]


	92
	OsSAMDC
	LOC_Os04g42090.4
	Functional, polyamine biosynthesis
	(AT)5
	3'UTR
	[83]

	93
	OsCyP20–2
	LOC_Os05g01270
	Functional, Protein folding
	(GA)6
	5'UTR
	
 ADDIN EN.CITE 
[84]


	94
	OsAP21
	LOC_Os01g10370
	Ordered
	(CGG)6
	CDS
	
 ADDIN EN.CITE 
[85]


	95
	OsAPX7
	LOC_Os04g35520
	Functional, antioxidation
	(TG)6
	Intronic
	[86]

	96
	OrbHLH2
	LOC_Os11g32100
	TF
	(GGT)5 and (CGG)6
	CDS and CDS
	


[31] ADDIN EN.CITE 

	97
	OsACA6
	LOC_Os04g51610
	Ca2+ Atpase
	(CT)10, (CA)8 and (GCG)5
	3'UTR, intronic and CDS
	
 ADDIN EN.CITE 
[87]


	98
	OsHAP2E
	LOC_Os03g29760
	TF
	(AG)13, (GA)8 and (CAG)8
	5'UTR, 5'UTR and CDS
	[88]

	99
	OsHKT1;4
	LOC_Os04g51830


	Na+ transporter
	(GGC)5
	CDS
	[89]

	100
	OsHBP1b
	LOC_Os01g17260
	TF
	(CT)7, (TC)7 and (CCT)6
	5'UTR, 5'UTR and 5'UTR
	


[90] ADDIN EN.CITE 

	101
	OsRINO1
	LOC_Os03g09250
	Myoinositol synthesis
	(CCG)9
	5'UTR
	


[91] ADDIN EN.CITE 

	102
	OsMYB48-1
	LOC_Os01g74410
	TF
	(AT)6, (TG)5 and (ACG)5
	3'UTR, 3'UTR and CDS
	


[92] ADDIN EN.CITE 

	103
	OsABCG5
	LOC_Os03g17350
	Transporter
	(GAC)5
	3'UTR
	


[93] ADDIN EN.CITE 

	104
	OsJAZ9
	LOC_Os03g08310
	Transcription regulation
	(GCC)7
	CDS
	


[94] ADDIN EN.CITE 

	105
	OsrgMT
	LOC_Os11g47809
	Metallothionein protein
	(GT)8
	3'UTR
	[95]

	106
	OsPOP5 
	LOC_Os02g18850
	Serine peptidases
	(AG)6
	3'UTR
	[96]
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Additional file 2: Details of salt responsive genes with their LOC number, function and motifs found. TF- transcription factor








