	Primer 
	5′–3′ sequence
	Usage

	TB1-F
	GCTGAGGGCGGAGGAGGAGGGGG
	mutation G13E

	TB1-R
	CCCCCTCCTCCTCCGCCCTCAGC
	mutation G13E

	TB2-F
	GAAGAAGGTGGATATAATCCGAGCGATGCGGTGTTA
	mutation T26S

	TB2-R
	TAACACCGCATCGCTCGGATTATATCCACCTTCTTC
	mutation T26S

	TB3-F
	CTGCTCTTCTTTTTGAAAGTTCATTTTCCATGGAGGTGCAC
	mutation A106S

	TB3-R
	GTGCACCTCCATGGAAAATGAACTTTCAAAAAGAAGAGCAG
	mutation A106S

	TB4-F
	CTTGGTGCAGCTTTGAAGCTAATTTTTCCATATAACTGGAGTT
	mutation F143I

	TB4-R
	AACTCCAGTTATATGGAAAAATTAGCTTCAAAGCTGCACCAAG
	mutation F143I

	TB5-F
	GGGTATTGCATTTGGTCTGTTGTCTTATTTGTGGCTTGG
	[bookmark: _GoBack]mutation V238L

	TB5-R
	CCAAGCCACAAATAAGACAACAGACCAAATGCAATACCC
	mutation V238L

	TB6-F
	GCTACCTTGCTTACTTCACGGCTCAAGAAGGTTTTGATATT
	mutation S268A

	TB6-R
	AATATCAAAACCTTCTTGAGCCGTGAAGTAAGCAAGGTAGC
	mutation S268A

	TB7-F
	CGTATACTGGATTTCACAAAGCATGAAATGATGAGCAAAGCAC
	mutation Y463H

	TB7-R
	GTGCTTTGCTCATCATTTCATGCTTTGTGAAATCCAGTATACG
	mutation Y463H

	TB8-F
	GAAGAAGGTAGAATAACCCAGCATACAGCAAATATTCTGATGC
	mutation Y549H

	TB8-R
	GCATCAGAATATTTGCTGTATGCTGGGTTATTCTACCTTCTTC
	mutation Y549H

	TB9-F
	CCTACTTCACTGTTGAAAGGTTGGAAAGTGCTTGTTACATATCTGC
	mutation F609S

	TB9-R
	GCAGATATGTAACAAGCACTTTCCAACCTTTCAACAGTGAAGTAGG
	mutation F609S

	TB10-F
	TGACTTCATAGGGAATAGTGAAATAGCTTTGGCAATAATTAATGAGA
	mutation S639L

	TB10-R
	TCTCATTAATTATTGCCAAAGCTATTTCACTATTCCCTATGAAGTCA
	mutation S639L

	TB11-F
	CCTCAAATCCTTGAGAAAATGTCAATGCATGACTTAAGGACTC
	mutation T870S

	TB11-R
	GAGTCCTTAAGTCATGCATTGACATTTTCTCAAGGATTTGAGG
	mutation T870S

	TB12-F
	ACCCAGGGTACTTTAGAACTTATTACTACGCCAGCTGCACTATT
	mutation A919T

	TB12-R
	AATAGTGCAGCTGGCGTAGTAATAAGTTCTAAAGTACCCTGGGT
	mutation A919T

	TB13-F
	GCTGCACTATTCCCTTCACATAGTGACCGAAGTTTCCGAG
	mutation YG927HS

	TB13-R
	CTCGGAAACTTCGGTCACTATGTGAAGGGAATAGTGCAGC
	mutation YG927HS

	TB14-F
	CATCTTCATTAATATCACATGTTGGCGATAACCCTCCAAG
	mutation G982V

	TB14-R
	CTTGGAGGGTTATCGCCAACATGTGATATTAATGAAGATG
	mutation G982V

	TB15-F
	CACGGGAACAACTTTTCTGTTCGAGCAATGCAACTAAG
	mutation A1027V

	TB15-R
	CTTAGTTGCATTGCTCGAACAGAAAAGTTGTTCCCGTG
	mutation A1027V

	TB16-F
	AGCATGATATCTAACGAAGGACAGAGTCCTCGTGCT
	mutation H1044Q

	TB16-R
	AGCACGAGGACTCTGTCCTTCGTTAGATATCATGCT
	mutation H1044Q

	TB17-F
	AGTCTAATAGCTCCACGTGAAAAGCCAGACCCAAAT
	mutation N1109K

	TB17-R
	ATTTGGGTCTGGCTTTTCACGTGGAGCTATTAGACT
	mutation N1109K

	TB18-F
	GAGCGATGAGTCTGGAGCTGAGGATGAACACATTG
	mutation G1127A

	TB18-R
	CAATGTGTTCATCCTCAGCTCCAGACTCATCGCTC
	mutation G1127A

	TB19-F
	CCACCCTCATACTGCAATAGGGAATGATAATGATGTTGAACC
	mutation E512G

	TB19-R
	GTTCAACATCATTATCATTCCCTATTGCAGTATGAGGGTGG
	mutation E512G



