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GGTGCTCCCTGCTGTATGAA
GGCGTTAATGCCGACCAGTA
ATCTATGACATCTGCCGCCG
AAGTATGCGTGGGTGCTTGA
GCCAAGATCTTCTGCTGGGT
AGTGATACGCCGCTCGAAAT
CCCATGGATGGTGCTGTCTT
AGTGCTACAGGGAAGGTTGC
GCAGGAAGATTGCCATCCCA
CCGACAGGGCCAAGTATGAG
CAACCCATCAACACCGAC
CCAGCGGTAGTTGTTGAC
CTGCCCGGAGTTTGCTAAGA
ACCAGGCATTCTCTTGCTGT
CGTCGTACGGGGAGAACAT
TGTGTTAGAGGGTGGTGGGT
ATACTACGGCGGAACGGAAC
ATCGACTGGATTCTGACGCC
AGAACCTCGCTGACCACATC

GGGATCGGTTTCACCAAGGA

AGTGGCTTAAACCCGACGTT

AGGCAACACGTTACACCAGT
TAGGAGTGGGTGGTGGTCAT
GGAGCGTAGGACGAAAGCAT
GGTCTCGAACTTCCACAGGG
GAACGAGAAGGAACAGCCCA
GGCACCAATAAGCAAGCACC
GCGGTCGCACGATAGTTTTG
TCATGTGCGTCATGTGGTCA
ACCTTGCCTGATTGGTGGTT
CCGGCACATTCACCAGTTTG
GCAAAGCCATTGAAGCAG
TGTTCCCGTTACATTCGT
CGCAACACCGTGGAGTATCT

CACGAGTAAAGTATCCACGCA

GTGGACCCAGGAGTGCTAGT
AGGACCTGGACCTGGGATTA
CCAAGAGACGCCTCAACCTT
AACCAGAACGGGGGAGTTTC
AGACACACATGCATCTCGCA

CCGGTAATGGCCTCTCCAAG

TGCGGACTCTCCATGTGATG
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PEPC Candidate 98 57 CGAAGAGCTCCACAGTTCGT GCTTGTCCCTTACATGGCCT Naidu et al. (2003)

PPDK Candidate 108 57 CTTTCATGGCCTGGGTGGAT CCTTGTGCCCCATTGTTTCG Naidu et al. (2003)

rbcS Candidate 105 57 AGTAGCTAGTGCCATGCGTC CAAGCAAGCAAAGGGTACGG  Naiduetal. (2003)




