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[bookmark: OLE_LINK93][bookmark: OLE_LINK94][bookmark: OLE_LINK1][bookmark: _GoBack]Additional file 5: Unrooted phylogram of all SPL genes in Gossypium hirsutum and Arabidopsis. Unrooted phylogram was performed by MEGA6 software based on the neighbor-joining algorithm. The red lines indicate the subfamily members are candidates of miR157 targets predicted through psRNATarget website tool (http://plantgrn.noble.org/psRNATarget/).
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