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A: GO classification results of differentially expressed Transcripts (DETs) found in XH09-7

vs ZhN03-7
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B: GO classification results of differentially expressed Transcripts (DETSs) found in XH09-21

vs ZhN03-21
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C: GO classification results of differentially expressed Transcripts (DETSs) found in XH09-28

vs ZhN03-28

Figure S1. GO classification results of differentially expressed Transcripts

(DETSs) found in three DETSs sets. The genes were assigned to three main

categories: cellular component, molecular function and biological process. The

right-hand y-axis indicates the number of annotated genes. The left-hand y-axis

indicates the percentage of annotated genes.



