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A: KEGG enrichment of DETs from XH09-7 vs ZhN03-7

Apoptosis

Cell cycle

Oocyte meiosis

Regulation of actin cytoskeleton
Lysosome

Peroxisome

AMPE signaling pathway

MF-kappa B signaling pathway

Plant hormone signal transduction

Wnt signaling pathway

Protein processing in endoplasmic reticulum
Ubiquitin mediated proteolysis

DMA replication

Fanconi anemia pathway

Splicecsome

Ribosome

Arginine and proline metabolism
Cysteine and methionine metabolism
Glycine, serine and threonine metabolism
Flavonoid biosynthesis

Phenylpropanoid biosynthesis

Amino sugar and nucleotide sugar metabolism
Calactose metabolism

Glycolysis / Gluconeogenesis

Glyoxylate and dicarboxylate metabolism
Pentose and glucuronate interconversions
Pentose phosphate pathway

Pyruvate metabolism

Starch and sucrose metabolism

Carbon fixation in photosynthetic organisms
MNitrogen metabolism

Oxidative phosphorylation
Photosynthesis

Photosynthesis - antenna proteins
Biosynthesis of amino acids

Carbon metabalism

Glycerophospholipid metabolism
Porphyrin and chlorophyll metabolism
Cyanoamino acid metabolism

Clutathione metabolism

Terpenoid backbone biosynthesis

Purine metabolizm

Pyrimidine metabolism

Drug metabolism - cytochrome P450
Metabolism of xenobiotics by cytochrome P450
Insulin signaling pathway

Circadian rhythm - plant

Plant-pathogen interaction

Toll-like receptor signaling pathway
Meurotrophin signaling pathway

mmm“
-
oo

Cellular Processes

il

-
~

Environmental |nformation Processing

-

o
-
o

27

!

Genetic Information Processing

L

ImIII
M
M

w
- =
o
r
[t

IIwI I
-
- |
(X1 P
|
L
L)
(=1
I
o

u:'I
i
o

Metabolism

o
1= —
=
r
N
N
o
w
=

Iu:u: II @
-
e
r =
“a
-
I
I
&

Organismal Systems

~E

[

Annotated Genes

B: KEGG enrichment of DETs from XH09-21 vs ZhN03-21
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C: KEGG enrichment of DETs from XH09-28 vs ZhN03-28

Figure S2. KEGG classification results of differentially expressed transcripts
(DETS) found in three DETSs sets. All DETs were assigned to five categories:
cellular process, environmental information processing, genetic information

processing, metabolism and organismal systems.



