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	Transcript Class
	Coding
	lncRNA
	sRNA precursor
	TE-related
	Total

	Expressed
	53,654
	4,898
	7,292
	309
	66,153

	Low data
	70,683
	8,489
	14,332
	831
	94,335


Abundance filter (based on the Cuffdiff test-status; see Methods) was applied to filter out the not expressed or too lowly expressed transcripts (roughly excluding transcripts with FPKM<1 in all the analyzed samples).

