[bookmark: _GoBack]Additional file 2: Table S2. Summary of novel miRNA targets predicted from Tieguanyin RNA sequences generated under different drought stress conditions. The former data is the number of total novel miRNAs of Tieguanyin tea plant at different drought stress. The latter is the number of potential novel miRNAs that could be predicted target gene loci.

	Types
	CK
	T1
	T2
	T3
	Total

	MiRNAs No.
	137/137
	140/140
	141/141
	125/125
	176/176

	Target gene loci No.
	3843
	3907
	3902
	3296
	4067



