Additional file 2: Table S2.

Sl Name Sequence id Sl Name Sequence id
No. No.

L ALCLF | AT2G23380 | 2% | At suvhe AT2G22740

2| ALMEA | AT1G02580 | 2% | At Suvh7 AT1G17770

3 1 AtsWN | AT4G02020 | 30 | At suvhs AT2G24740

4| Avashht | AT1G76710 | 31| At guyhg AT4G13460

> | AtAshh2 | AT1G677300 | 5% | At Suvh10 AT2G05900

6 | Atashha | AT2Ga4150 | 32 | At swrl AT1G04050

T | AtAshha | AT3G59960 | 34| Ap gy AT5G43990

8. At.Ashrl AT2G17900 | 35 AL, Suvr3 AT3G03750

% | AtAshr2 | AT2G19640 | 36 | Ap suura AT3G04380
101 Atashra | AT4G30860 | S7- | At suurs AT2G23740
Lol ataa | AT2G31650 | %8 | AtOrphan At5G17240

122 AtAm2 | AT1G05830 | 39 | AtRubisco.l | AT1G24610
131 AtAb3 | AT3G61740 | *O | AtRubisco.2 | AT3G07670
141 AtAd | aTag27910 | *t | AtRubisco.3 | AT4G20130
151 AtAXS | ATsGs3430 | 4% OsCLF | LOC_0S06g16390
16. 1 AtAmrl | ATIG26760 | 43 | osSWN | LOC_0S03¢19480
o1 AtAme2 | AT3G21820 | 4% | g Ashhl | LOC_0S04g34976
181 Atas | AT4G15180 | * | 0sAshh2 | LOC_0s02g34850
Bl AtAmra | AT5G06620 | 0 | OsAshhda | LOC_0s0834370
20 | AtAs | AT5G09790 | 47 | Os.Ashhdb | LOC_0s02g39800
2L AtAe | AT5G24330 | * | OsAshhac | LOC_0s09g13740
22. | AtAme7 | ATsG42400 | 4% | OsAtxl | LOC_0s09g04890
23 | At'suhl | AT5G04940 | °% |  OsAtxd | LOC Os01g11952
241 Atswh2 | AT2633200 | °Y | OsAt5 | LOC_0s01g46700
25 | Atswhd | ATIG73100 | 2% |  OsAtx6 | LOC_0s09g38440
26. | At suh4 | AT5G13960 | > |  OsAtrl | LOC_0s03g07260
27| At suhs | AT2G35160 | °* |  OsAr2 | LOC_Os04g53700




Sl Name Sequence id Sl Name Sequence id

No. No.

.| osAt3 | LOC_0s08g08210 | 82 | pagzar | MA 702590010
56. | OsAtxr4 | LOC_0s10g27060 | 83 | pyashh1 | MA 9155490010
S| osAtxr5 | LOC 0s01g73460 | °% | PaAtxl | MA_10435027g0010
8. | osAtx6 | LOC_0s02g03030 | 85 | py atva | MA 90846490010
99| OsAtx7 | LOC_0S12g41900 | 86 | ps atks | MA 103596050020
60. | ossuvhl | LOC_0s11g38900 | 87| paatg | MA 7362290010
61| Ossuvh2 | LOC_0S07g25450 | 88 | b, Atrea | MA 12523190010
62| ossuvha | LOC_0S01g70220 | 89 | py Atxrebh | MA 12523190010
63. | Ossuvhsa | LOC_0S04g45990 | 90- | py a7 | MA_1804190010
641 os.suvhsh | LOC_0S09g19830 | 9L | pasivhoa | MA 2415290010
65| Os.suvhsc | LOC_0S08930910 | 92 | pasuvhob | MA 79026090010
66. | Ossuvh7 | LOC_0S01959620 | 93 | pasuvhoc | MA 14970090010
67. 1 Ossuvhg | LOC_0S05g41172 | 94 | paguyha | MA 2228890010
68. | ossuvhg | LOC_0S08g45130 | % | pasyvhsa MA_106068g0010
69| os.suvhio | LOC_Os01g56540.1 | 96- | by quvhsh | MA 104280460010
0| ossuvhil | LOC_0S11g03700 | 97- | pasyvh7a | MA 2617890010
1| Ossuvrda | LOC_0802g40770 | 98 | paguuh7h | MA 765890020
2.1 Ossuvrab | BBAS58.1/577-699 | 9 | pasivh7e | MA_54295¢0010
31 ossuwrs | LOC_0802g47900 | 100-| by g vni0a | MA 7702090010
74| Os.Orphan.1 | Q8LN53.1/26-252 | 101 | by g ,uh1oh | MA 1007692560010
1 osorphan2 | Q7XIY0.1/95-296 | 1021 pagp3 | MA_604033g0010
6. | 0s.Orphan.3 | Q62zCF7.1/15-191 |103.| ©.ocra | MA_106792g0010
77. | Os.Orphan.4 | Q6ZCF6.1/15-252 | 104.| PpaSuvrsa | MA_10428226g0010
78| os.omphan5 | Q0ID76.1/4-206 | 19% | PaSuvrSh | MA 1042804690010
79. | Os.Rubisco.1 | B8AHQ1.1/98-303 | 106. | pa.Orphan.1 | MA 931011090010
80. | 0s.Rubisco.2 | BB8AI25.1/86-294 | 107 | by oronan o | MA_8913147g0010
8L paEzAal | MA 1043013290010 | 108 | PaOrphan3 | MA_197676g0010




Sl Name Sequence id Sl Name Sequence id
No. No.

109 Pa.Orphan.4 | MA_116780g0010 138. Sm.Suvr5 D8SSK6
110 Pa.Orphan.5 | MA_10429168g0010 139. Sm.Orphan.l | D8QMXS5
111 Pa.Orphan.6 | MA_102811g0010 140. Sm.Orphan.2 D8QPY7
112 Pa.Orphan.7 | MA_10270290010 141. Sm.Orphan.3 D8QPZ1
113 Pa.Orphan.8 | MA_ 8466690010 142. Sm.Orphan.4 D8QQY8
141 paorphang | MA_ 8957290010 143. Sm.Orphan.5 D8R4Y0
115. | pa.Orphan.10 | MA_2465g0010 1441 sm.orphan.6 DSRGRS
116. Pa.Orphan.11 | MA_2250190010 145. Sm.Orphan.7 D8RV13
Ui smeLr D8SID0 146. | sm.orphans | D8scxa
118 Sm.Ashrl D8RFO7 147 Sm.Orphan.9 D8SD75
9.1 g Ashr2a D8REDY 148 | smorphan.10|  D8SKIO
1201 g Ashr3 D8TFC7 149 Sm.Orphan.11 | D8T2D8
1211 sm.Ashr2b D8QVCS 150- 1 s omphan12 | D8T304
122 Sm.Ashhl D8RRM9 151, Sm.Orphan.13 D8T5D5
1231 gm Ashh2c D8SGM1 152 Sm.Orphan.14 | D8T9U6
1241 smax DSTIE2 153 | smRubisco.1 | D8ROCY
1241 s Atxoa D8QZH7 154 | smRubisco.2 | D8RS19
1251 5m Atxab D8RVW3 1551 sm Rubisco.3 | D8SX3L
126. | sm.Atxc DSTIE2 156 | s Rubisco.4 | D8RS19
127. 1 sm.Atxsa D8QTI2 1571 smTPR1 D8QRY?2
128. 1 sm.Atxsb D8QYK5 1581 smTPR.2 D8QRY3
1291 s Atxr2 D8R6GY 191 smTPR3 D8QRY5
1301 s Atxr7 D8QUH4 160. | smTPRA D8QWBS
1811 gmsuvh2 D8RLES 1611 smTPRS D8RLH?2
1321 gmsuvha D8QYE1 1621 smTPRS D8RRNO
1331 sm.suvhs D8R2J4 163 gmTPR7 D8S7L0
1341 sm suvhe D8S8VS 1641 smTPR8 | DBRRM9
1351 s suvh10 D8RL84 165 gmTPR.9 D8SJZ3
136 gmsuvrt D8R6H6 166. | smTPR.10 D8T899
1371 smsuwrs D8ROG6 1671 ppcLF A9SPT3




Sl Name Sequence id Sl Name Sequence id
No. No.
169. 1 pp.Ashh2a A9T8D5 196. Pp.Orphan.3 AIRMX3
170. Pp.Ashh2b A9RUS55 197 Pp.Orphan.4 A9RZ51
7l Pp.Ashrl A9THX1 198, Pp.Orphan.5 A9ISV96
172 Pp.Ashr3a A9SPZ8 199 Pp.Orphan.6 AI9ISV99
173 Pp.Ashr3b AISGLS 200. Pp.Orphan.7 A9SXI14
174. Pp.Atxa A9RQ81 201. Pp.Orphan.8 A9SXS8
L75. Pp.Atxb AIRXF6 202. Pp.Orphan.9 A9SZAL
176. Pp.Atxc A9SIE6 203. Pp.Orphan.10 A9T182
L7 pp Atxd A93J97 2041 py Orphan.11 A9TLI8
178 Pp.Atxe A9SM72 205. Pp.Orphan.12 A9TT20
179 Pp.Atxf AITPQ7 206. Pp.Orphan.13 A9U0J8
180. | pp.Atxr5 AITE94 207. Pp.Orphan.14 A9SZAB
1811 by Atxrb AITG42 | 208 | by oonants | A9T182
1821 by Atxi7a A9SPD9 209\ by Orphan.16 A9TLI8
1831 po Atxr7b A9SXI4 210 | b, Rubisco.1 AITYS?2
184.| Ppsuvrda | A9RDH9 | 21| popinisco2 | A9RIA3
185. Pp.Suvr3b A9RRR7 212 Pp.Rubisco.3 AIRZT?2
186. | by suvrab A9RS53 | 213 | pypR1 A9RI30
187. | Ppp.Suvr5a A9TUJ1 214. Pp.TPR.2 A9TID?
188. | pysuvrsh | A9T6QE | 215 | ppypRr3 A9U604
189. | pp.Suvrsc A9SP28 216. Mp.CLF OAE22047
190- | b suvrda A9UAM6 217. Mp.MEA OAE18855
191. | pp.Suvhab AQU3I2 218. Mp.EZA OAE?28386
1921 ppsunda | Aguzzz | 2% | MpAshhl | OAE25419
193. Pp.Orphan.1 AITYS2 220. Mp.Ashh2a OAE31350
19| pporphan2 | AgRU7 | %% | MpAshhop | OAE30629
1951 pporphan2 | AgRIU7 | 2%% | MpAshh3a | OAE29839




Sl Name Sequence id Sl Name Sequence id
No. No.

223. | Mp.Ashr3a | OAE23350 | 293 | NmAshh2a Gene.61624
224. | Mo Ashhab | OAE30629 | 254 NM.AXa Gene.59661
225. Mp.Atxr7 OAE29888 | 25 Nm.Atxb Gene.41564
226. Mp.Atxra OAE25983 | 256. Nm.Atx5 Gene.73511
227. Mp.Atx2 OAE25819 | 2°7- NM.ALXS Gene.64583
228. Mp.Atxr2 OAE34582 | 298. NM.ALX 7 Gene.55137
229. Mp.Atx5 OAE29150 | 259. Nm.Suvra Gene.70782
230. Mp.Suvr3 OAE24745 | 260. Nm.Suvr5a Gene.56032
231. Mp.Suvra OAE22194 | 261 | \inisuvrsh Gene.68420
232. | Mp.Suvwrsa | OAE19953 | 262. Nm.Suvh4 Gene.54286
233 Mp.Suvrsh | OAE22758 263. | Nm.Orphan.l |  Gene.31202
234. | Mp.Suvrsc | OAE19953 | 264. | Nm.Orphan2 | Gene 72380
235 | Mp.Orphanl | oag30793 | 2% | Nm.Orphan3 | Gene 48604
236. | Mp.Orphan2 | oag22154 | 296 | NmOrphan4 | Gene 23543
237. Mp.Rubisco.1 | 0AE30725 267. Nm.Orphan.5 Gene.41487
238. Mp.Rubisco.2 | oaAE28872 268. Nm.Orphan.6 Gene.56815
239. | Mp.Rubisco.3 | oag2a9a1 | 20% KEEZA | kfl00079_0080
240. Mp.TPR.1 0AE33201 | 270 Kf Ashhl kfl00373_0160
24L 1 MpTPR2 | oaE25709 | 2’1 | KkfAshhda | kflo0081 0090
242 | MpTPR3 | oap20475 | 272 | KEAshh4b | 100076 0310
243 | MpTPRA4 | oagsssy7 | 273 kf.Atxa kfl00733_0020
244, Mp.TPR.5 OAE35631 | 274 Kf Atxb kfl00346_0030
245 | Mp.TPR6 | oAg21964 | 2 |  KkfAtr3 | kfl00127 0110
246. | Mp.TPR7 | 0AE23736 | 2'% | KkfAta7a | kfl00067 0030
247. | MpTPR8 | oag28902 | 277 kfADITD | kfl00081_0100
248. | NmCLF | Gene62250 | 278 | krouwrs | kf00005 0100
249 | NmAshh2b | Gene73939 | 2’> | KfSuvr4 | Kkfl00140 0100
250. | NmAshr2 | Gene.66948 | 280 | yfsivhaa | kfl00217 0080
2L | umAshr3 | Gene.29565 | 28l | Kf.Suvhab | kfl00415_0100
252 | NmAtxr2 | Gene75130 | 282 | KfOrphan.l | kfi00205 0110




Sl Name Sequence id Sl Name Sequence id
No. No.

283. | Kf.Orphan.2 | kflo0636_0060 | 313- | i orphan.7 CLEGGO
284. | Kf.Orphan.3 | kflo0a76 0020 | 31 | Mr.Orphan.8 CIEIX1
285. | Kf.Orphan4 | 1fi00289 0080 | S*® | Mr.Orphan.9 CLEIYO
286. | Kf.Orphan5 | kfl00024 0470 | 17 | Mr.Orphan.10 C1EJ93
287. | KfOrphan6 | kfioos10 003 | 318 | Mr.Orphan.11 C1FG43
288. | Kf.Orphan.7 | kfi00328 0090 | 1% | Mr.orphan.12 CIFGIO
289. | Kf.Orphan8 | fl00052 0360 | 2% | Mr.Orphan.13 C1DXZ9
290. | KfOrphan9 | fl00199 0070 | 2% | Mr.Orphan.14 C1DY71
291. | Kf.Orphan.10 | kflo0823 0040 | 322- | 1 Orphan.15 C1DZ87
292. | Kf.Orphan.11 | fl00387 0040 | 52 | Mr.Orphan.16 C1E213
293. | Kf.Orphan12 | flo0057 0280 | 3% | Mr.Orphan.17 C1E382
294. | KfOrphan.13 | fl00212 0140 | °2°° | Mr.Orphan.18 C1E668
295. | Kf.Orphan.14 | kflo0084_0180 | 326- | 1 orphan.19 CLE6TY
296. | Kf.Orphan.15 | kfl00289 0080 | 2/ | Mr.Orphan.20 C1E8US
297. | Kf.Orphan.16 | fl00476 0040 | S | Mr.Orphan.21 C1EAU4
298. | Kf.Orphan.17 | kflo0081 0100 | 52> | Mr.Orphan.22 C1EDO4
299. | Kf.Orphan.18 | fl00199 0070 | S5O | Mr.Orphan.23 CIFGT6
300. | Kf.Orphan.19 | kfi00823 0040 | S°1 | Mr.Orphan.24 CIFHY4
301. Mr.CLF cieGss | 332 | Mr.orphan.2s C1FI20
302. 1 Mr.Ashhi ciecr?2 | 333 | Mr.orphan.26 CIFIJ2
303. Mr.Ashh2a C1E8PO 334. Mr.Orphan.27 C1DZz87
304 Mr.Ashh2b CIE7A5 | 33 | Mr.Orphan.28 C1FI08
305. Mr.Ashrla C1E7A5 336. Mr.Orphan.29 C1F143
306. Mr.Atx5 C1DZTS 3371 Mr.Rubisco.1 C1E9B1
307 Mr.Orphan.1 C1DXZ9 338, Mr.Rubisco.2 C1EGHS5
308, Mr.Orphan.2 C1DY71 339 Mr.Rubisco.3 C1FH92
3091 M orphan.3 cie2;s | 349 |  MrTPR1 CIEAF?
3101 v Orphan.4 C1E4M9 341. Mr.TPR.2 C1EDU7
3L Mr.orphan.s CiE640 | % | Mpu.CLF CIMVG4
3121 Mr.orphan.6 C1IEGG0 | 3% | MpuAns CIN3U5




Sl. Name Sequence id Iﬁ:} Name Sequence id
o7 Mpu. Atxr5 cingg? | 37 | otAshh2 | AOA096P8MY
345. Mpu.Atxr cimumt | 374 Ot Atx AO0A096P7N1
346. | Mpu.Atxrl CIMPU8 | 375 | oOtOrphan.l | A0A096PAR9
347. Mpu.Suvr3 CIN2W7 376. | ot.Orphan.2 QO0T11
348. | Mpu.Suvh4 ciNsrs | 377 | OtOrphan.3 Q016D2
349. Mpu.Suvr5 C1IMIM2 378. | OtOrphan4 | AQAQ090M1Z0
350. | Mpu.Suvh10 ciMNx1 | 379 | otOrphan5 | AQA090M3LG
351. | Mpu.Orphan.l |  c1MUX9 380. | Ot.Orphan.6 | AQA090N324
352. | Mpu.Orphan.2 | civxss | 381 | OtOrphan.7 | aApA096P7VO
353. Mpu.Orphan.3 C1IMYR2 382. Ot.Orphan.8 | A0A090OM6GAS
354. | Mpu.Orphan4 | cimzze | 383 | Ot.Orphan.9 QOOVK?
355. | Mpu.Orphan.5 C1N2KO 384. | Ot.Orphan.10 | AQAQO90MGES
356. | Mpu.Orphan.6 C1N4CO 385. | Ot.Orphan.11 AOA090N324
357. | Mpu.Orphan.7 | cimmms | 386 | OtRubisco.l | AQAQ9OMIH3
358. | Mpu.Orphan8 | cimqua | 387 | OtRubisco.2 | AoA096PSDA
359. | Mpu.Orphan.9 | c1ms3a | 388 | OtRubisco.3 | AQAQ96PAXS
360. | Mpu.Orphan.10| cimT3az | 389 | OLTPR.1 Q00298
361 | Mpu.Orphan.11| cimgps | 39 OL.CLF A4SB06
362. Mpu.Orphan.12 C1MGP5 391. Ol.Ashr2 AIRWKG
363. | Mpu.Orphan.13 |  cimuE0 | 392 Ol.Ashh2 A4S6X8
364. | Mpu.Orphan.14 | cimgos | 393 | OlAshh4 A4S9D3
365 | MpuOrphan15 | cimm1z | 3% | olAwb A4S6Z7
366. | Mpu.orphan.16 | cimmmz | 3% | orAws A4RTZ1
367. | Mpu.Rubisco.l | c1MLT4 396. | Ol.0rphan.1 AARYG6
368. Mpu.Rubisco.2 C1MSM7 397. Ol.Orphan.2 A4RZGO
369. Ot.CLF AOA096PBKS | 98- | Ol.Orphan.3 A4S531
3701 orAshht QoowLs | 399 | Ol.Orphan.4 A4SBI0
371. Ot.Ashrl QoisNg | #00- | OlOrphans5 AIRVAG
372 | otashrz | AoaogePasg | 40 | OLOmhané | a4rzGo




Sl. Name Sequence id Sl Name Sequence id
No. No.

402. | ol.0rphan.7 A4S531 432. | Cr.Ashh2 A8J069
403. | Ol.Orphan.8 A4S8I0 433 | or Ashrl A8HPLY
404. | 0l.0rphan.9 AASIKO 434. Cr Atxr ABJFP3
405. | Ol.Rubisco.1 AJRXQ6 435. | Cr.Atxrl ABIWWS5
406. | Ol.Rubisco.2 A4SOVS 436. | o Atxr7 A8JHD4
407.| Ol.Rubisco.3 A4STVO B crsu A81904
408. | Ol.Rubisco.4 A4S805 438. | cr.Orphan.l | ASHMJ9
409. | OILTPR. AASAE3 439. | crorphan.2 | agJEC?
410. Cv.CLF E1Z162 440. | cr.orphan.3 ASJIAO
411 | Cv.Ashh2 E173C6 441. | cr.orphan4 | A8JER7
412. | cv.Ashh4 E1ZH19 442. | cr.orphan5 | aAgicMm2
M3 cv.ashria E1ZMK?7 443. | crorphan6 |  agjos2
4141 cv.ashrap E1ZK66 444. | crorphan7 | agj215
415. | Cv.Atxr2 E17TC5 445. | cr.orphan.8 | AglyY9
416. | cv.suvh2 E177S7 446. | cromphan.9 | AgiQos
417. | cv.Suvr3 E174Y1 447. | cr.orphan.10 | AgHSPE
M8 | cu.suvha E1ZIEO 448. | crorphan1l | AgHTUS
419. | cv.Orphan.1 E1ZCG6 449." | Cr.Orphan.12 A8IEJ6
420. | cv.Orphan.2 E1ZPL6 450. | cr.orphan.13 | aga57
421. | cv.Orphan.3 E1ZR56. 451. | Cr.Rubisco.l |  A8J093
422. | cv.Orphan.4 E1ZCE2 452. | Cr.Rubisco.2 A8JAC4A
423. | Cv.Orphan.5 E17CE?2 453. | Cr.Rubisco.3 |  A8JHESG
424. | Cv.Rubisco.1 E177M4 4%4. | CrTPR1 ASIGN?
425. | Cv.Rubisco.2 E1ZKX8 455. Cr.TPR.2 A8I6N5
426. | Cv.Rubisco.3 E1ZLY3 456. Cr.TPR.3 A8I6NS
427. | Cv.Rubisco.4 E1ZR21 457. 1 Ve.Ashrlb | pguDD9
428. | Cv.Rubisco.5 E17TR9 458. | \/c Ashr2 D8TS63
429 | cv.TPR1 E1Z212 491 e Ashht D8U7V2
430. Cr.CLF | Crel7.g746247.t1. | 460. |\, Atyo DSTNRS
4311 o Ashhl A8ITA5 461. | Vc.Atxs DSUBR4
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Sl. Name Sequence id Sl. Name Sequence id
No. No.

462. |\ /e Atxr7 D8USM3 | 484 | Vc.Rubisco.2 | pgTNE3
463. | Vicorphan1 | DBTND4 485. | Vc.Rubisco.3 | pgTQK?
4641 \/c Orphan.2 D8TN92 486. | Vc.Rubisco.4 | pgTTNT
465 | \corphan3 | D8TRTY 487. | Vc.Rubisco.5 |  pgULTY
466. | \/c.orphan.4 D8TS63 488. | Vc.Rubisco.6 | pDSUAML
4671 \/c Orphan.5 D8TSB7 489. | cCp.Ashhla | Contig6713
468 | \corphane | D8TTI3 | 490 | oo ashhib | Contig8s2s
469. Vc.Orphan.7 D8TUIL 491. Cp.Atx2 Contig6840
470. | \comphang | DBTWF6 | 492 | oo ape | Contig56056
4TL | \corphang | D8TZ02 | 493 | oo A | Contig56056
472 1 ycomhanio| D8Tz2s | 4% | Cp.Orphanl | Contig25695
473. | vc.orphan.11 | DBUOMS3 496. | Cp.Orphan.2 | Contig6860
474. Vc.Orphan.12 D8U366 497. | Cp.Orphan.3 | Contig43182
475, vc.Orphan.13|  D8USL8 498. | Cp.Orphan.4 Contig15015
476. vc.Orphan.14 |  D8U610 499. | Cp.Orphan.5 Contig39496
477 | c.orphan.15 | D8UBWI 500. | cp.Orphan.6 | Contigl7150
478. vc.Orphan.16 |  D8UD47 501. 1 cp.orphan.7 Contig10195
479. Vc.Orphan.17 | DBUDH? 502. | Cp.Orphan.8 | Contig41234
480. Vc.Orphan.18 D8UI63 503. | Cp.Orphan.9 Contig43085
481 Vc.Orphan.19 DSUIF3 504. | Cp.Orphan.10 Contig10998
482 | corphan20| Deuiws | 0% | Cp.Orphan.ll | contig7038
483. | vc.Rubisco.1 DSTID6 506. | Cp.Orphan.12 Contig11180

List of the SET domain containing proteins from species considered in the present study
with their corresponding sequence id.
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