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Figure S7. Overrepresentation analysis of functional MapMan categories within the 
intersections of general pathogen regulated wheat and barley DEGs (a) and DEGs with 
differential expression between host and nonhost interaction (b) found for the three 
pathosystems Blumeria, Magnaporthe and Puccinia. Over- or underrepresentation and 
statistical significance according to Fisher Exact Test were calculated with MapMan ORA tool 
[35,36]. All probes assigned to MapMan BINs were taken as reference. The log ratio of 
presentation in the gene set and in the reference is shown for BINs found to be significant 
(BINs comprising 5 or less probes were excluded). 
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