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[bookmark: _GoBack]Figure S1. Tissue sampling for DB12, DB16, and DB77. For DB12, Xushu18 (one of the most widely cultivated sweet potato varieties in China) was selected for the experiments. Tissues of shoots (A), young leaves (B), mature leaves (C), stems (D), fibrous roots (E), initiating tuberous roots (F), expanding tuberous roots (G), and mature tuberous roots (G) were collected and pooled together in approximately equivalent weights for extraction of total RNA. For DB16, the same 8 tissues were harvested, separately, from one purple-flesh (Xuzi3) and one non-purple-flesh (Yan252) sweet potato variety. For DB77, tissues of mature tuberous roots (G) were collected, separately, from each of 77 varieties and used for RNA sequencing. 
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