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[bookmark: _GoBack]Figure S3. Phylogenetic tree and subfamily classification of GST proteins from sweet potato, Ipomoea nil, Ipomoea trifida, and Arabidopsis thaliana. Multiple alignments of amino acids were executed by Muscle Program and the phylogenetic tree was constructed using MEGA 7.0 by the Neighbor-joining (NJ) method with 1,000 bootstrap replicates.






image1.emf
InGSTU16 55 InGSTU42

Tau

PhiTheta

Zeta

DHAR

EF1Bγ

Lambda

TCHQD

Ipomoea batatas (Ib) Arabidopsis thaliana (At) Ipomoea trifida (It) Ipomoea nil (In)



Additional file 


7


. 


Figure


 


S


3


 


 


 


 


Figure S


3


. 


Phylogenetic tree and subfamily classification of GST proteins from 


sweet potato,


 


Ipomoea nil, Ipomoea trifida


, and 


Arabidopsis thaliana


. 


Multiple 


alignments of amino acids were executed by 


Muscle Program


 


and the phylogenetic 


tree was constructed using MEGA 7.0 


by 


the Neighbor


-


joining (NJ) method with 


1,000 bootstrap replicates.


 


 


 


 


 


 


I


n


G


S


T


U


1


6


5


5


I


n


G


S


T


U


4


2


Tau


Phi


Theta


Zeta


DHAR


EF1B


?


Lambda


TCHQD


Ipomoea 


batatas


(


Ib


)


Arabidopsis thaliana 


(At)


Ipomoea 


trifida


(It)


Ipomoea nil 


(In)




Additional file  7 .  Figure   S 3         Figure S 3 .  Phylogenetic tree and subfamily classification of GST proteins from  sweet potato,   Ipomoea nil, Ipomoea trifida , and  Arabidopsis thaliana .  Multiple  alignments of amino acids were executed by  Muscle Program   and the phylogenetic  tree was constructed using MEGA 7.0  by  the Neighbor - joining (NJ) method with  1,000 bootstrap replicates.            

I

n

G

S

T

U

1

6

5

5

I

n

G

S

T

U

4

2

Tau

Phi

Theta

Zeta

DHAR

EF1B?

Lambda

TCHQD

Ipomoea batatas(Ib)

Arabidopsis thaliana (At)

Ipomoea trifida(It)

Ipomoea nil (In)

