Additional file 7: Table S3. The quantitative information of the RNA-seq data.
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	Samples
	Trimmed reads
	Mapped reads
	Alignment %
	Transcript number
	Gene counts

	WT
	37370308
	23687679
	78.88%
	30551
	19229

	Bi2
	37073065
	20607737
	89.95%
	30634
	19145




