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Table S4 The numbers of glycosyltransferases (GT) identified in the Gp. lemaneiformis, C. crispus and S. japonica genomes

	
	GT1
	GT2
	GT4
	GT5
	GT7
	GT8
	GT10
	GT11
	GT13

	Gp. lemaneiformis
	3
	12
	14
	1
	5
	0
	0
	1
	1

	C. crispus
	0
	3
	3
	1
	4
	2
	0
	0
	2

	S. japonica
	3
	24
	13
	0
	1
	5
	2
	0
	1

	
	GT14
	GT20
	GT22
	GT23
	GT24
	GT25
	GT27
	GT28
	GT31

	Gp. lemaneiformis
	1
	4
	1
	0
	2
	5
	2
	4
	2

	C. crispus
	9
	4
	1
	0
	1
	0
	2
	4
	0

	S. japonica
	1
	4
	2
	17
	0
	1
	1
	4
	4

	
	GT32
	GT33
	GT34
	GT35
	GT39
	GT41
	GT45
	GT47
	GT48

	Gp.lemaneiformis
	1
	0
	3
	1
	5
	2
	0
	2
	0

	C. crispus
	0
	1
	1
	1
	6
	1
	1
	3
	0

	S. japonica
	0
	0
	1
	0
	0
	4
	0
	14
	2

	
	GT49
	GT50
	GT57
	GT58
	GT59
	GT60
	GT61
	GT64
	GT66

	Gp. lemaneiformis
	2
	0
	2
	1
	0
	0
	11
	2
	1

	C. crispus
	0
	0
	2
	1
	1
	0
	0
	2
	1

	S. japonica
	1
	1
	2
	1
	0
	1
	0
	3
	0

	
	GT68
	GT74
	GT77
	GT78
	GT90
	GT92

	Gp. lemaneiformis
	0
	0
	7
	1
	4
	2

	C. crispus
	0
	0
	5
	1
	2
	0

	S. japonica
	2
	1
	11
	0
	1
	2
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