[bookmark: _GoBack]Figure S1. Sequence alignment of TaPDS from wheat variety Fielder and HvPDS from barley variety Golden Promise with guide sites indicated.
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Guide regions for vectors are coloured as follows:-
Yellow, TaU6 A genome guide (pRMH120, pRMH123 and pRMH131); Green,OsU3 B genome guide (pRMH121); Blue, TaU3 D genome guide (pRMH125), Pink, TaU6 tri-genome (pRMH110); Orange, OsU3 tri-genome (pRMH131)
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AAGCAAGTAAGATCTTTTH :AGGTGCTTCACAAGCAGCAGTGTCCAGGCACTAAAAACCAGTCACCG
AAGCAAGTAAGATCTTT | AGGTGTTTCACAAGTAGCAGCGTCCAGGCACTAAAAACTAGTCATCG
AAGCAAGTAAGATCTTTTGCTGGGCAACTTCATACACAGAGGTGCTTCACAAGCAGCAGTGTCCAAGCACTAAAAACTAGCCATCG

—CCCTTGGCTTAAGGAATARAGTARAAGGATCACGCCGTGGACTTCGTGCTCTGCAGGTTAATATTT
—CCCTTGGCTTAAGGAATARAGTARAAGGATCACGTCATGGACTTCGTGCTCTGCAGGTTAATCTTT
TACGACCTITAGTTCCACTTCCCCTGGCTTARGGARTAAAGGAAAAGGATCACGACGTGGACTTCGTGCTCTGCAGGTTAAGATTT
~GCTTA-GG-ATAA-GG-ARAGGATCACGCCGTGGGCTTCGTGCTCTGCAGGTTTAGATTT

TGCCTGTGTTTCTATTTTGCGGAAAAGCTTATTGTTTGTTTTATCTCCC:
TGCCTCTGTTTCTATTTTT-GGAAAAGCCTATTCGTTATTTTATCTCCC: —CATAGCAT--TTCTTGTCAAATAATTGCTTGC
TGCCTCTGTTTCTATTTTC-GGAAAAGCCTATTCGTTATTTCATCTCCC: —CATAGCATATTTCTCATGAAATAATTGTTTGC
TGCCTCTGTTTCTATTTTC-GTAAAAGCTTATTCGTTGTTTTATCTCCCAACGGCATAGCAT--TTCTTTTGAATTAATTGCTTGC

—CATAGCAT--TTCTTGTCAAATAATTGCTTGC

CTTCTTTGCAG! | AGGCCTCCACTAGAGAACACGATTAACTATTTGGAAGCTGGCCAGCTTTCTTCG
CTTCTTTGCAG! | AGGCCTCCACTAGAGAACACGATTAACTATTTGGAAGCTGGCCAGCTTTCTTCG
CCCTTTTGCAG! \AGGCCTCCACTAGAGAACACAATTAACTATTTGGAAGCTGGCCAGCTTTCTTCG
CTTCTTTGCAG! | AGGCCTCCACTTGAAAACACAGTTAACTATTTGGAAGCTGGCCAGCTTTCTTCA

TCGTTTAGAAGCAGTGAACGCCCCAGTARACCATTACAGGTCGTGATTGCTGGTGCAGGTCTGAAGTCTGATGTAACTCCAARATT
TCGTTTAGAAGCAGTGAACGCCCCAGTARACCATTACAGGTCGTGATTGCTGGTGCAGGTCTGAAGTCTGATGTAACTCGAARAATT
TCGTTTAGAAGCAGTGAACGCCCCAGTARACCATTACAGGTCGTGATTGCTGGTGCAGGTCTGAAGTCTGATGTAACTCCAARATT
TCGTTTAGAGGCAGCGAACGCCCCAGTARACCATTACAGGTCGTGATTGCTGGTGCAGGTCTGAAGTCCGATGTAACTCCARAATT

TAAACATGTATACTTTTTCGCACACCAGATACCCTTGAGTGAATCACCATTGCCTCTTAGCGTTACTAGTTTCTGGTGTGAACTTT
AGAACATGTATAATTTTTCACACACCAGATAACCTTGAGAGAATCACCATTGCCTCTTAGCATTACTAGTTTCTGGTGTGAATTTT
TAAACATGTATAATTTTTCGCACACCAGATACCCTTGAGAGAATCACCATTGCCTCTTAGCGTTACTAGTTTCTGGTGTGAATTTT
AAAACATGTATAATTTTTCGCACAACAGATACCCTTGAGAGAAACATGATTGCCTCTTAGAATTACTAGTTTCTGGTGTTAATTTT

GCAGGATTGGCTGGTCTATCAACTGCAAAGTACCTGGCAGATGCTGGCCATAAACCCATAGTGCTTGAGGCAAGAGATGTGTTGGG
GCAGGACTGGCTGGTCTATCAACTGCAAAATACCTGGCAGACGCTGGCCACAAACCCATAGTGCTTGAGGCAAGAGATGTGTTGGG
GCAGGATTGGCTGGTCTATCAACTGCAAAGTACCTGGCAGATGCTGGCCATAAACCCATAGTGCTTGAGGCAAGAGATGTGTTGGG
GCAGGACTGGCTGGTCTATCAACTGCAAAATACCTGGCAGATGCTGGCCATAAACCCATAGTGCTTGAGGCAAGAGATGTCTTGGG

CGGARAGGTCTGATCATTACTTACATACTTGCTTATCTCAATTCTARAATTGTGCTCCTTATGTGATCTTAATTTTCATTTATTGT
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CGGARAGGTCTGATCATTACTTACATACTTGCTTATCTCATCTCTARAATTGTGCTCGTTATGTGATCTTAATTTTCATTTATTGT
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